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KWIK-STIK™
B LYFO DISK™
QC Sets and Panels: KWIK-STIK™

NMPOOPIZOMENH XPHZH

O1 pikpoopyaviopoi KWIK-STIK™ kai LYFO DISK™ trpoopifovTail yia xpron wg eEwTePIKA, KAIVIKWG
OXETIKA, BIaIpa UAIKG eAéyxou (0TTwg kaBopiletal oTo MapdpTtnua 1 Bdcoel Tou apiBuou kataAdyou),

yla va SIEUKOAUVOUV TNV TAUTOTTOINGOT KAAANIEPYNUEVWY OTTOPOVWOEVTWY PIKPOOPYAVIOHWY KAl VO
emaAnBevoouv Tnv amdédoon TwWV TTPOCBIOPICHWY, TWV AVTIOPACTNPIWYV ) TWV JECWV TTOU TTPOOpPIfovTal Va
XpnoigotroinBoulv o€ PIKpoRIakEG SOKIPEG. AUTA Ta TTPOIOVTA OEV £XOUV TTOIOTIKI f TTOOOTIKI EKXWPNMEVN
TINA. AuTd Ta UAIKG €AEyX0U (MApTUpEG) Oev gival auTopaTtotroinuéva Kai dev TTpoopidovTal yia XprRon yia
€Aeyxo, TTapakoAouBnan 1 didyvwaor). AuToi ol JAPTUPES BV TTPOOPICOVTAI VIO KATTOIOV GUYKEKPIUEVO
TTANBUGNG aoBevWV 1) KATTOIO CUYKEKPIPEVA SeiypaTa.

ZYNOWH KAI APXEZ

O1 HIKpoOPYAVICUOI e YVwaT Kal TTPORBAEWINA XOPAKTNPIOTIKA XPNOIMOTTIOIOUVTal OE TTPOYPANMATA
TTOIOTIKOU EAEYXOU, EKTTAIOEUONG KOl ETTAPKEIAG.

APXH

O1 pikpoopyaviopoi KWIK-STIK kai LYFO DISK mrapéxouv 1I0080vapa atroTEAETUATA PE TIG TTOPAdOCIaKES
pEBOSOUG TTOU XpnalpoTToloUvTal yia TNV TIPOETOIYATIA, TNV aTToBriKeuan Kai Tn d1IaTAPNON ATTOBEPATWY
KOAAIEPYEIV ava@opdas. AUTA Ta UNIKG EAEYXOU OEV £XOUV ETPOAOYIKN IXVNAQCIUATNTA KABWG N Jovada
METPNONG €ival N TOUTOTATA TWV OPYAVIGHWY. Ta TTOPACKEUATHATA MIKPOOPYAVIOUWY ival IXVNAGCIa
oTn ouhhoyr| kaAAiepyelwv American Type Culture Collection (ATCC®) 1] oe dAAeg auBevTIKEG GUANOYEG
KOANIEPYEIWV avAPOPAG.

2YNOEZH

Ta oaipidia KWIK-STIK kai LYFO DISK trepiéxouv évav kaBapd TTANBUCUO HIKPOOPYAVIOHWY KAl
eKOOXWV YIa OKOTTOUG dopung A/kal aTaBepdTNTAG, OTTWG CeAATIVN, aTTOROUTUPWUEVO YA, ackopRIiké oy,
udaTtdvBpaka Kal avepaka.

H TauTtéTNTa TOU PIKPOOPYAVIGHOU UTTOSEIKVUETAI OTNV ETIKETA TOU TTPOIOVTOG. H 1xvnAaoiyotnTa oT1o
OTéAEXOG OUANOYNG KOANIEPYEIAG TTEPIAOUBAVETAI ETTIONG OTNV ETIKETA TOU TTPOIOVTOG.

NMEPIFPA®H TOY NPOIONTOZX

A. KWIK-STIK: Ka0¢e povada KWIK-STIK trepiéxel éva AUO@IAOTTOINUEVO GQaIPIBIO JIKPOOPYaVIoUOoU,
MIa auTTOUAG UYpPOU eVUBATWONG Kal €vav BapBako@opo oTeIAed evopBaApiouou. KaBe povada sivai
OQPAYIOHEVN EVTOG PIOG TTAQOTIKOTTOINUEVNG BrKNG TTOU TTEPIEXEI ATTOENPAVTIKO PECO yia TNV TTIPOANYN
TNG avemmBluunTnG cucowpeuong uypaaciag. Or pikpoopyaviopoi KWIK-STIK eival < 3 diehevoeig
atré TNV KaANIEpyEIa avapopag Kal ival eyyunuévo Ot Ba avakaGuyouv 6Tav UTTooToUv ETTECEPYATia
XPNOIYOTIOIWVTOG TA CUVIOTWHEVA PECT Kal TIG aTraiThoelg emwaong. O pikpoopyaviopoi KWIK-STIK
eival dl00€aiuol oe cuokeuaaieg Twv dUO A £EI.

Baoikd otoixeia Tou KWIK-STIK

A - TudAivn apTTOUAQ TTOU TTEPIEXEI ATTOOTEIPWHEVO UYPS EVUBATWONG
B - BapBako@dpog oTelheds (Swab)

© C - Zoaipidio TTou TrePIEXE! PIKPOBIAKT KaAAIEpYEIQ
D - ATroXwpI{OpEVO TUAHA

- Avolypévo KWIK-STIK

- Zgpayiopévo KWIK-STIK

B. LYFO DISK: Oi pyikpoopyaviopoi LYFO DISK cuokeuadovtal g€ £va eTavac@payi{OPeVo @IaAidio TTou
TTEPIEXEI 6 AuO@IAOTTOINUEVA OQPaIPIdIa HIKPOOPYAVIOUWY Kal €va AaTTo{nPaVTIKO HECO YIO TNV aTTOQUYH
TNG aveTBUUNTNG cucowpeuong uypaaiag. O1 pikpoopyaviopoi LYFO DISK eival < 3 digAedoeig
atré TNV KaANIEPYEIQ avapopag Kal gival eyyunuévo Ot Ba avakGuywouv 6Ttav UTTooToUv ETTECEPYATia
XPNOIUOTIOIWVTAG TO CUVICTWHEVA JECT KAI TIG OTTAITATEIG ETTWACNG.

ASIA-04A1

IFU-01954-GRE.L EMNvika
2025-12

2eANida 1 atrd 29



I QC Sets and Panels: KWIK-STIK: KaBe set i panel epiéxel ToAAaTmAoUg pikpoopyaviopou KWIK-STIK
OUOKEUAOUEVOUG padi, WOTE va BIEUKOAUVETAI N XPON TWV KOIVWG XPNOIUOTTOIOUPEVWY TEXVOAOYIWYV, TTPOTUTTWY,
opyavwy 1 yeBGdwv doKIPaciag.

MPOEIAOMNOIHZH KAI MPO®YAAZEIZ

e Autd Ta TTpoidvTa TTpoopifovTal HOVo yia in-vitro dlayvwaoTIKA Xpron.

* Agv TrpoopifovTal yia KatavaAwaon atré avepwTroug, dwa | KaTolkidia.

* O1 pyikpoopyaviopoi KWIK-STIK kai LYFO DISK trpoopilovTal yia pia yévo xprion. Mnv erravaxpnoipoToleiTe oUTe va
KOTOWUYETE.

* Avatpégte 1o QUANO Sedopévwv ao@aleiag (SDS) yia o AetrTopepeig TTAnpogopieg. Mopeite va Bpeite To QUAAO
0edopévwy acg@aleiag aTov IOTOTOTIO Pag oTn dielBuvan www.microbiologics.com 1 ETTIKOIVWVWVTAG PE TO THAUO
TEXVIKNG uTTooThPIENG 010 1.320.229.7045 1} oTOV apIBUS KANONG Xwpig xpéwaon evidg Twy H.I.A. 1.866.286.6691.

* To uypd evuddatwaong atov pikpoopyavioud KWIK-STIK evdéxetal va TTpokaAéael coBapd o@BaAuIkd epeBIouO.
> TTEPITITWON ETTAPAG WE TA PATIA, EETTAUVETE TTPOCEKTIKA PE VEPO YIa APKETA AETTITA. EQV UTTAPXOUV QOKOI ETTAPNAG,
APAIPEDTE TOUG, EQOCOV gival EUKOAO. ZuvexioTe va EeTAéveTe. EAv dev uttoxwpei 0 epeBIoPOG, oupBouleubeite/
ETMIOKEPOEITE yIATPO.

* Na @opdTe TTPOOTATEUTIKA YAVTIQ/TTPOOTATEUTIKA £vOUUOTA/PIETO OTOUIKNAG TIPOOTOCIAG YIA TO YATIO/TTPOCWTTO.
MAOveETE Ta XEPIO OXOAQOTIKA PETA TO XEIPIOKO.

* O1 HOVABEG AUTEG TTEPIEXOUV BILOCIPOUG PIKPOOPYAVIOUOUG BIOAOYIKAG aG@AAEIag eTTITTESOU 1 Kal ETTITTEOOU 2 TTOU
eVOEXETAI VO TTPOKAAETOUV VOOO. MNpETrel va e@apuolovTal CWOTEG TEXVIKEG, TIPOKEIUEVOU va aTToPeuxOei n €kBean kal n
ETTAQN PE OTTOIOBNTTOTE AVATITUEN MIKPOOPYAVIOUOU.

* Opiopévol opyaviouoi TTapayouv Togiveg, avaTpéSTe aTov I0TOTOTTO www.microbiologics.com yia AeTTTOpEPEIEG Yia
KATTOIO CUYKEKPIUEVO OTOIXEIO.

* To pikpoBioAoyikd epyacTrplo TIPETTEI va €ival KOAG EOTTAIOUEVO Kal va DIOBETEN TIG EyKATAOTACEIG yia va AauBavel, va
emmeCepyaderal, va diaTnpeei, va atrodBnkeUel Kal va atroppiTrTel BIOAOYIKWG ETTIKIVOUVO UAIKO.

* Ta mpoidvia KWIK-STIK kai LYFO DISK 1rpoopidovTtai yia eTrayyeAUATIKA xprion Jovo. Or Jovadeg auTéG TTPETTEN VA
XPNOIUOTTOI0UVTAl HOVO aTTO EKTTAIOEUNEVO EPYATTNPIOKO TTPOCWTTIKO.

* O1 uTTnpeaieg Kal 01 VOPOBETIKEG BIATAEEIG puBPifouv TNV aTTOPPIYN AWV TwV BIOAOYIKWG ETTIKIVOUVWV UAIKWV.

KdaBe epyaoTripio Ba TTPETTEl va yVwpilel Kal va CUPPOP@UWVETaI JE TNV opBr) atréppiwn BioAoyikd eTTIKiVOUVWY UAIKWV.

* Or1 pyikpoopyaviopoi KWIK-STIK kai LYFO DISK dev kataokeudlovtal atmrd AaTéS atrd QUAOIKO KOOUTGOUK.

* Mn oupméCete Tn yudAivn aptroUAa Tou KWIK-STIK pe 1o daxTuAa, 81611 Tuxdv Bpaucuata yuaAiol PTropei va
dlatpuTtroouV To TTAACTIKO TTEPIBANMA, SNUIOUPYWVTAG KivOUVO TPAUPATIGHOU.

* AvagépeTe 0110100 TTOTE GORAPO TTEPICTATIKO TTOU €X€l CUPEl o€ axéon pe Tn povada otnv Microbiologics kai Tnv
apu6dia apyr) Tou KpAToug JEAOUG GTO OTTOIO €ival EYKATESTNPEVOG O XPAOTNG H/Kal 0 aoBeVAG.

YAIKA MOY AMAITOYNTAI, AAAA AEN NMAPEXONTAI

* O1 pikpoopyaviouoi LYFO DISK atraitouv atmrooTeipwuéva cwAnvapia kal 0,5 ml ammooTeipwuévou uypou, 6TTwg
BpeTTikG (WP cdyiag Tpuwivng (TSB), BpeTTIKO (Wb atrd agudaTwuévo ekxUAITHa eyke@AAou Kai kapdidg (BHIB),
aAaTouxo SIGAUA ) aTTIOVIOUEVO VEPO YIa TNV EVUSATWON TOU AUOQIAOTTOINUEVOU TTOPOCKEUATHATOG. [a TN YETAPOPA
TOU €VUOATWHEVOU TTOPOCKEUAONATOG O€ TTAOKI®IO dyap XPeIAlovTal ATTOOTEIPWHEVOI BauBako@opol OTEINEOI (swabs) 1y
Kpikol evo@BaAuiouou.

* O1 pikpoopyaviouoi KWIK-STIK kai LYFO DISK atraitolUv un eKAeKTIKE, OPETTTIKA 1) EUTTAOUTIOUEVA PJECT Ayap
KO CUYKEKPIPEVOUG XPOVOUG KOl GUVOAKES ETTWACNG YIa TN BEATIOTN avAaTITUEN Kal avakTnon. To AgATio Texvikwyv
MAnpogopiwyv (TIB.081) «ZuvioTwueveg MéBodor KaANIEPYEIOG» ava@EépPEl TA CUVIGTWHEVA JECA KAl TIG ATTAITAOEIG
emwaong. To deATio auTtd diatiBeTal aTov 1I0TOTOTTO Www.microbiologics.com.

OAHTIEZ XPHZHZ
A. KWIK-STIK ka1 QC Sets and Panels: Aladikagia yia Toug pikpoopyaviopoug KWIK-STIK

1. ApnoTe Tnv pn avoryuévn Bnkn KWIK-STIK va @tdoel o€ Bepuokpacia dwpuariou. ZKioTe Tn Brikn oT0 onugio TNG
€YKOTTAG Kal agaipéaTe Tn yovada KWIK-STIK.

2. TpaBnéte T0 aTTOXWPEICOUEVO TURAKA TNG ETIKETAG KAl TTPOCAPTACTE TO OTO TTAAKIBIO TTPWTOYEVOUG KOANIEPYEIAG A OTO
apxeio TroloTikoU eAéyxou (QC). Mnv attoouvappoAoyeiTe TN ouaKeur Katd Tn SIdpKeIa TNG eVUdATWONG.

3.Mdavw atd TNV AKpn Tou TTAYKOU £pYaciag ) Tou TTayKou, OTTACTE TNV auTToUAa 070 £TTavw PéEPog Tou KWIK-STIK
(akpIBWG KATW atrd TOoV PNVioko uypoU) yia va atTeAeuBepWaETE TO UYPO eVUDATWONG. ZTTACTE TNV AUTTOUAQ Jia gopd
MOvo. Av OTTACETE TNV AUTTOUAG TTOAAEG POPEG, Ta BpalouaTa YUOAIOU UTTOPET va SIATPUTTAGOUV TO TTAACTIKO TTEPIBANUA,
ONMIOUPYWVTOG KivOUVO TPAUNATIOUOU.

4. KpaTtrioTe KABETA KAl XTUTTAOTE EAA@PA O€ PIa OKANPR ETTIQPAVEIA YIA VO DIEUKOAUVETE Tn por TOU UypoU PHECW TOU
OTEAEXOUG OTO KATW PEPOG TNG HOVADAG TTou TTEPIEXEl TO a@aipidlo. Mnv avakiveite To KWIK-STIK kai unv KoAUTITETE Tn
MIKPF] OTTA agpigpol oTo emmavw pEpog Tou KWIK-STIK.
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5. ZupmmédovTag TO KATW TUAMA TNG OovAdag, GUVOAIWTE TO 0@aipidio GTO UypPO UEXPI TO GPaIPidIo va dIaAUBEI.

6. Apéowg, eutroTioTe KOAG TOV BapBako@opo OTEIAES (swab) pe To evUBATWUEVO UAIKO Kal HETAPEPETE OTO KATAAANAO
MEOO Ayap ) XPNOIMOTTOINOTE CUP@PWVA JE TNV TUTTOTTOINUEVN BIadIkacia AgiIToupyiag Tou epyacTnpiou.
XpNOoIYOTIOINOTE aPéOoWG PETA TNV EVUBATWON.

7. EvoebaApioTe To(Ta)TACGKISIO(O) TTIPWTOYEVOUG KAAANIEPYEIOG KUAWVTAG OTTaAd TOV BapBako@dpo oTeIAed OTO éva TPITO
NG TTAAKQG.

8. Mg Tn xprion amooTeipwuévou Kpikou, DIEVEPYAOTE ETTIPAVEIAKK €TTIOTPWON (streaking) yia va d1eUKOAUVETE TV
ATTOPOVWON TNG ATTOIKIOG.

9. Mg mn xprion KatdAANANG peBddou amdppiwng BioAoyikwg TTIKiVOUVWY TTpoidvTwy, atmoppipte To KWIK-STIK.

10. EmMwdoTe apéowg TNV aveaTpaupévn evoeBaApiopévn TTAGKA TTpwToyevoUg KOAAIEPYEIOG OE BEPUOKPATia KOl GUVONKES
KOTAAANAEG yia Tov pikpoopyaviopd. Mmopeite va Bpeite Tn péBodo kaAAiEpyeiag aTn aeAida Tou TTPOIGVTOG, OTOV
10T6TOTTO WwWW.microbiologics.com.

B. Aiadikacia yia Toug pikpoopyaviopoug LYFO DISK

1. ApaipéaTe 10 PN avolypévo @iaiidio LYFO DISK até Tov xwpo @UAagng ae Beppokpaaia 2 °C €wg 8 °C kal apAoTE TO
va @T1doel o€ Bepuokpacia dwaTiou.

2. Mg Tn xprion amoaTelpwuévng AaBidag Kal donTrTng TEXVIKNG, aaipéaTte 1 oaipidio atrd 1o giaAidio. Mnv agaipeite T0
atmmognpavTikd Y€co.

3. TorroBetrioTE TO OPaIpidio o€ 0,5 ml atrooTeEIpWPEVOU UYPOU (vEPD, alaTouyo didAupa, TSB r} BHIB). Auéowg,
ETTAVATOTTOBETAOTE TO TTWHA, KAEIOTE TO PIAAIDIO KAl ETTIOTPEWTE TO OTOV XWPO YUAaENG o€ Beppokpaaia 2 °C £wg 8 °C.

4. ZuvBAiyTe TO OQaIPidIO PE Evav aTTooTEIPWHEVO BapBako@dpo oTelAed (swab) uéxpl To o@aipidio va SiaAubei. Apyéowg,
EUTTOTIOTE KOAG TOV i010 BapBako@dpo oTelAed (swab) pe 1o evudaTwpévo UNIKO Kal JETOQEPETE GTO KATAAANAO péco
ayap.

5. EvopBaApioTe TO(Ta)TTAGKISIO(0) TTPWTOYEVOUG KAANIEPYEIAG KUAWVTAG aTTOAG TOV BauBako@dpo GTEIANES OTO €va TPITO
NG TTAAKAG.

6. Mg Tn xprion armooTelpwuévou Kpikou, DIEVEPYAOTE ETTIPAVEIAKK €TTIOTPpWON (streaking) yia va 1EUKOAUVETE TV
atmmopévwon TNG aTroIKiag.

7.Me 1n Xprion katdAAnAng peBodou atmdppiwng BIOAOYIKWG ETTIKIVOUVWY TTPOIOVTWY, ATTOPPIYTE TO EVUDATWHEVO UAIKO
TTOU €XEI OTTOMEIVEL.

8. EmmwadoTe apéowg TNV aveoTpaupévn evoeBaApIouévn TTAGKA TTPWTOYEVOUG KOAAIEPYEIOG 0€ BEPUOKPATia KAl CUVONKES
KATAAANAEG yia Tov pikpoopyaviopd. Mmopeite va Bpeite Tn péBodo KaAAiEpyeiag oTn aeAida Tou TTPOIOVTOG, OTOV
10T6TOTTO WwWW.microbiologics.com.

®YAAZH KAI AH=H

dulagTe Toug pikpoopyaviopoug LYFO DISK kai KWIK-STIK og Beppokpacia 2 °C éwg 8 °C aT1o apyIké oppayIouévo
@IaAidIo 1 oTn o@payiouévn BAKN atrd aAoupivio TTou TTEPIEXEI ATTOENEAVTIKO pETo. O1 pikpoopyaviouoi LYFO DISK kai
KWIK-STIK dev TpéTrel va XpnoIUoTToloUvTal EAV:

* 'Exouv atmoBnkeuTei ye akatdAANAo TpOTTO

o Ymapxel £voeign uttepPoAiKiG ékBeang og BepudTNTa ) UYpPATia

* 'Exel Tap€ABel n nuepounvia Afgng Toug

AaipéaTe Tov pikpoopyavioud KWIK-STIK atré 1n ogpayiouévn BAkn atmmd aAouyivio gévov otav €ioTe £TOIMOI VO TOV
XPNOILOTIOINOETE.
XpnaiyotroinoTte Tov pikpoopyavioud KWIK-STIK A LYFO DISK apéowg peTd TNV evuddtwon.

MEPIOPIZMOI
AuTé TO TTPOIGV EVOEXETAI VO PNV Eival KATAAANAO yia xprion pe 6Aa Ta KIT Kai TIg S1adIKOTiEG.

MEAETH ANAMAPAIQriMOTHTAZ

H amédoon Tou pikpoopyaviopou KWIK-STIK aglohoyrBnke o€ pia HEAETN avoTTapaywyidoTNTOG e TN XPron
15 YIKPOOPYQAVICUWYV, TPIWV OIAPOPETIKWYV TTAPTIOWY TTAPAYWYNG, O TPIa SIAPOPETIKA KEVTPA. Ta aTTOTEAEOUATA TNG PEAETNG
ouvoyifovTal TTapaKATW.
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AvaAudpevn oucia

Zup@wvia KaTd KEVTPO SoKipaoiag

Kévtpo 1

Kévtpo 2

Kévtpo 3

2Z0voAo

Acinetobacter baumannii ATCC® 19606 ™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Burkholderia cepacia ATCC® 25416 ™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Escherichia coli ATCC® 25922™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Escherichia coli 0157:H7 ATCC® 35150™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Klebsiella pneumoniae NCTC 13438

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Neisseria gonorrhoeae ATCC® 49226 ™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Pseudomonas aeruginosa ATCC® 27853™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Enterococcus faecalis ATCC® 29212™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Staphylococcus aureus NCTC 12493

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Streptococcus pneumoniae ATCC® 49619™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Bacteroides fragilis ATCC® 25285™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Clostridium difficile ATCC® 9689 ™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Candida albicans ATCC® 10231™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Aspergillus fumigatus ATCC® 204305™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%

Aspergillus brasiliensis ATCC® 16404 ™

24/24 = 100%

24/24 = 100%

24/24 = 100%

72/72 = 100%
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E¢ouoiodotnuévog avtimrpéowTog oTnv Eupwtraikn AlayVWOTIKO 10TPOTEXVOAOYIKO TTPOIOV

Koivétnta / Eupwrraikr ‘Evwon in vitro

Kwdikdg mmaptidag (Maptida) M KataokeuaoTAg

BioAoyikoi kivduvol ApvnTIKOG HApPTUPOG

Ap1Bu6g kaTaAdyou H O¢eTIKOG pdpTUPAG

Mpoooxn MoodtnTa

P E&ouciodotnuévog AvTITTpOCWTIOG yia TNV

Auavon CE [CH|REP] EXperia

YupBouleuTeite TIG 0dNYieg XPAONG i CUPBOUAEUTEITE . B

TIG NAEKTPOVIKEG 0BNYiEG XProNg a ApiBUSS TNAE@UVOU

Mepiéxel eTTapkr TOGATNTA YIa <N> JOKIYATIESG /H/ Mepiopiopdg Beppokpaaiog

Texvohoyiké TTPoidV yia doKIuA KovTd oTov acBevr UK Zrua agloAdynang TG SUNGPPWONS aTO
cA Hvwpévo BaadiAeio

Mnv eTTavaxpnoipoTIoIEiTe Y1redBuvog yia To Hvwpévo BaaiAeio

Mn xPNOIYOTIOIEITE €AV N CUCKEUQTIQ €XEI UTTOOTEN g Lo

{nuId Kal cUPBOUAEUTEITE TIG 0dNYiEG XPong Huepopnvia Afgng

Kivduvog yia Tnv uyeia ANA Nepd, peuaTd

E¢ouoiodotnuévog avtimpéowtrog TnG EE

Avarpé€re OTIS ETIKETES TOU TTPOIOVTOC yia Ta I0xUovTa oUuB0oAQ.

IZTOTONOZ

Ma TPEXOUOEG TEXVIKEG TTANPOPOPIES KAl TN BIOBECINATNTA TOU TTPOIOVTOG, ETTIOKEPTEITE TOV IOTOTOTTO MAG,
www.microbiologics.com.

BIBAIOIPA®IA

* Adams G. (2007). The principles of freeze-drying. Methods in molecular biology (Clifton, N.J.), 368, 15-38. https://doi.
org/10.1007/978-1-59745-362-2_2
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ZTOIXEIA ENIKOINQNIAZ
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Microbiologics, Inc.

200 Cooper Avenue North
St. Cloud, MN 56303 HIMA
www.microbiologics.com

Egutrnpérnon meAatwv

TnA.: +1.320.253.7400

Ap1Bu6G KANoNG Xwpig xpéwan eviog HMA: +1.800.599.2847
E-mail: info@microbiologics.com

Texvikf utTTOOTAPIEN

TnA.: +1.320.229.7045

ApIBu6G KANONG Xwpig xpéwan evrog HMA: +1.866.286.6691
E-mail: techsupport@microbiologics.com

[CH|REP]

MediMark® Europe

11 rue Emile Zola

38100 Grenoble, NaAAia

TnA.: +33 (0)4 76 86 43 22

®ag: +33 (0)4 76 17 19 82

Email: info@medimark-europe.com

International Associates Limited
Centrum House, 38 Queen Street,

Glasgow, Lanarkshire, G1 3DX, UK
UKRP@ia-uk.com

Decomplix AG
Freiburgstrasse 3, 3010

Bern, Switzerland

MpodoBeTa avTiypa@a Tou TTapovTog evBETOU TTpoidvTog diaTiBevtal oTn dielBuvan www.microbiologics.com i péow
email oTo info@microbiologics.com.

ATCC Licensed :

Derivative

'
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"

v

Microbiologics:

*AvagntrioTe To £uBAnua ATCC Licensed Derivative® yia 6Aa Ta TrpoidvTa TTou TrapdyovTtal ammd kaAliépyeieg ATCCP.
To éuBAnua ATCC Licensed Derivative, 1o AekTiké orfjua ATCC Licenses Derivative kai Ta orjpata kataAdyou tng ATCC
eival epgmropikd orjpata Tng ATCC. H Microbiologics, Inc. katéxel ddeia xprong Twv v Adyw €UTTOPIKWY GNUATWY Kal
TIWANCN TTPOIGVTWY TTou TTapdyovTtal aTrd KaAAiépyeieg ATCC®.
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KWIKSTIK"

OAHrlIEZ ME EIKONEZ

g

AQAOCTE TNV N avolypévn Bnkn
KWIK-STIK va @T1do€l o€
Beppokpacia dwpaTiou. ZKioTE
Tn OrKn 0TO ONUEIO TNG EYKOTTAG
Kal apaipéaTe TN povada
KWIK-STIK.

Mévw atd TNV dkpn Tou TTayKou
epyaaciag r Tou Talykou, OTTACTE TNV
apTToUAa GTO ETTAVW PEPOG TOU
KWIK-STIK (akpIBw¢ KATw atd

TOV Pnvioko uypou) yia va
ateAeUBEPWOETE TO UYPO
evuddTwaong. ZTACTE TNV AUTTOUAQ pia
@opd pubévo. Av aTTACETE TNV GUTTOUAT
TTOAAEG popég, Ta Bpalapata yuaAiol
UTTOpPEi va S1aTPUTIHIOOUV TO TTAGO TIKO
TePIBANUa, dNPIOUPYWVTAG KivOUVO
TpaupuaTtioyou.

R

TpaBngte To atroxwpI{OPeVO TUAKA
TNG ETIKETAG KAI TTPOCAPTAOTE TO
OTO TTAQKIBI0 TIpWTOYEVOUG
KaAAIEpyelag f oTo apxeio
Tol0TIKOU eAéyxou (QC). Mnv
QATTOOUVOPUOAOYEITE TN CUCKEUN
KaTa TN dIGPKEIR TNG EVUDATWONG.

(

\

KpaTtroTe kaBeTa Kai
XTUTTAOTE EAaQPG O€ pia
okAnpn emM@Aaveia yia va
OIEUKOAUVETE TN pOr| TOU
uypoU HEGW TOU GTEAEXOUG
OTO KATW PEPOG TNG
HOVABAG TTOU TTEPIEXEI TO
a@aipidlo. Mnv avakiveite
T0 KWIK-STIK kai pnv
KOAUTITETE TN PIKPA OTTH
agPIoPOU OTO ETTAVW
pépogTou KWIK-STIK.

Supmédovtag
TO KATW TUAMA
NG Hovadag,
OuUvVOAiyTE TO
o@aipidio oTo
uypod PEXPI TO
oQaipidio va
S1aAUBEi.

Apéowg, EPTTOTIOTE KAAG TOV
BapBako@opo oTEIAES (swab) pe To
€VUOATWHEVO UNIKO Kal HETAPEPETE
oT0 KAaTdAANAo péco ayap
XPNOIYOTTOINOTE CUPPWVA PE THV
TuTroTroINuévn diadikaaoia AsiIToupyiag
TOu epyacTnpiou. XpnoIPOTIOINOTE
AUECWG PETA TNV EVUDATWON).

(e

Men xprion

KaTtdAANANG peBodou

gﬂipp-wnc o~
10AOYIKWG

ETTIKIVOUVWV \ }

TIPOIGVTWY, aTToPPIYTE

T0 KWIK-STIK.

EmwdoTe apéowg TNV
QAVECTPAUPEVN EVOPBAAUIOPEVN
TAGKa TTpWTOYEVOUG KaAAIEPYEIDG
o€ Beppokpaacia kal GUVORKEG
KOTAAANAEG yIa TOV HIKPOOPYaAVIGHO.

EvoeBaApioTe To(Ta) TTAakKiSio(a)
TIPWTOYEVOUG KAAAIEPYEIQG

KUAWVTOG atraAd Tov BapuBako@opo
oTeIAed 0TO £va TPITO TNG TTAGKAG.

Me Tn xprion aTmooTEIpWHEVOU
KPiKoU, DIEVEPYAOTE ETTIPAVEIOKH
emioTpwon (streaking) yia va

OIEUKOAUVETE TNV ATTOPOVWON TNG
aTToIKiOg.

Mrmopeite va Bpeire Tn péBodo
KaAAiépyeiag oTn oeAida Tou mpoidvTog,
orov iarérorro microbiologics.com

Microbiol
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LYFO DISK

OAHI'IEZ ME EIKONEZ

TomroBeTAOTE TO

Me 1 XP"]G"\, c@aipidio g 0,5 ml
ATTOOTEIPWHEVNG QTTOCTEIPWHEVOU UYPOU
AaBidag kai (vepo, ahatoUxo
aonTTng SidAupa, TSB 1 BHIB).
. . TEXVIKAG,
A@aipéCTE TO PN AvVoIYHEVO aQaIPEDTE Apéowc,

@1aAidIo LYFO DISK atré tov
XWPOo PUAaENG o€ Bepuokpaacia
2°C €wg 8 °C ka1 aprioTe TO VA
@T1doel o€ Beppokpacia dwuatiou.

1 o@aipidio ammod
T0 @IaAiIdI0. Mnv
AQaIPEITE TO
aATTOgNPAVTIKO
uéoo.

E£TTAVATOTTIOBETAOTE

TO TTWHA, KAEIOTE TO

@IaAidI0 KAl ETTIOTPEWTE TO GTOV XWPO
@UAagnG o€ Beppokpaaia 2 °C Ewg
8°C.

EvogpBaApioTe To(T0) TAOKidI0(01)
TTPWTOYEVOUG KAAAIEPYEIOG KUAWDVTOG
atraAd Tov BapBako@opo oTEINES OTO
£va TPITO TNG TTAGKOG.

Me Tn Xprion aTTooTEIPWHEVOU KPiKOU,
OlEVEPYNOTE ETTIPAVEIAKN ETTIOTPWON
(streaking) yia va 81EUKOAUVETE TNV

aTmmoudvwaon TNG ATToIKiag.

>uvOAiyTe TO 0QaIPidIo uE évav
ATTOOTEIPWHEVO BauBako@opo
oTeINeO (swab) uéxp1 7o oQaiIpidio
va O1aAuBEi. ApéowG, ETWACTE TO AVECTPAUUEVO
evo@BaApiopévo TTAaKidI0
TPpWTOYEVOUG KAAAIEPYEIDG OE
Bepuokpacia Kal CUVORKEG
KATAAANAEG yIa TOV HIKPOOPYAVIOHO.

Apéowg, EPTTOTIOTE KAAG TOV idIO
BapBakopopo aTeINeS (swab)

ME TO EVUDATWHEVO UAIKO KAl
METAPEPETE OTO KATAAANAO

uéoo ayap.

Me tn xprion katdAANAnG peBodou
ammopPIYPNG BIOAOYIKWG ETTIKIVOUVWY
TIPOIOVTWY, ATTOPPIYTE TO
€VUBATWHEVO UAIKO TTOU £XEI
QATTOMEIVEL.

Mrropeire va Bpeite Tn péBodo kaAAiépyeiag otn
oeAida Tou TpoidvTog, OTOV IGTOTOTTO
microbiologics.com

cs ¢
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IZTOPIKO ANAGEQPHZHZ

loTopiké dnpocisuong

Avafswpnon

Huepopnvia

Mepiypagn Tng aAAayng

2022-06-22

MpaypatotroinBnkav aAAayEG yio CUPPOPPWON PE TOV KAVOVIOUO yia Ta in vitro
BIayvwaTIKA 1aTpoTeEXVoAoyIKda TTpoidvTa (IVDR). AvadiatutrBnke n «Mpoopilduevn
XPNon» waoTe va TTAnpouUvTal ol ATTAITACEIG Tou KavoviopoU [VDR. ZuptrepiAf@enke
Mia eikova Tou KWIK-STIK, yia ammocagnvion TnG 8€ong Tou opyaviouou.
MpooTEBNKE Pia TTPOEIBOTTOINGT TTOU ava@EPEl OTI T TTPOIGVTA TTpoopifovTal yIa
Mia poévo xprion kai dev TTPETTEl va KatayuxovTal. AQaipédnkav ol avapopEg aTo
KWIK-STIK Plus. MNMpooTéBnke pia avagopd oTa eTTTeda BIOAOYIKAG AOPAAEIOG.
MpooTéBnke pia TTpoeIdoTroinan OTI KATTOI0I OPYAVICHOI TTApAYOUV TOEIVEG.
MpooTéBNnKe pia TTPOEIBOTTOINGN OTI TA TTPOIGVTA TTPOOPIOVTal VIO ETTAYYEAUOATIKN
Xpron povo. MpoaoTébnke pia TTPOEIBOTTOINGT OTI OEV TTPETTEI VA CUUTTIECETE TN
yudAivn autroUAa Tou KWIK-STIK. MpoaTébnke pia gpdon yia Tnv avagopd
ooBapwyv TTEPIOTATIKWY. MpooTéBnKav 0dnyieg va apaipeite TOV HIKPOOPYAVIOUO
KWIK-STIK a11é Tn 6AKNn a1 aAoupivio povov étav €ioTe £TOIUOI VO TOV
XpnoiyotroinoeTe. MNpooTéBnkKe N 0dnyia va XpnoIUOTIOIEITE TOUG HIKPOOPYAVIGHOUG
KWIK-STIK ka1 LYFO DISK apéowg petd Tnv evuddatwon. MNpooTébnkav dedopéva
avaTrapaywylhgoTnTag. MNpooTédnke pia TTICAPAVON OXETIKA JE TNV IXVNAACIUOTNTA
o€ GUANOYEG KOANIEPYEIQG.

2023-03-01

ETTIKaIpOTTOinGn TwV OVOUATWY TwV TTPOIOVTWY GUUQWVA PE TNV dAAayr ovOuaTog
NG oUAOVYNG KaANIEPYEIOG: TO TTPOoIdV #0546 TTou TTpoépxeTal amméd 1o ATCC® 334™
dAAae atré Lactobacillus casei o€ Lactobacillus paracasei, 1o Trpoiév #0784 1rou
mpoépxeTal atrd 70 ATCC® 700603™ dAAage amd Klebsiella pneumoniae subsp.
pneumoniae o€ Klebsiella quasipneumoniae, apaipédnke 1o "E" a1d 10 dvopa aTo
Trpoidv #0346 Salmonella enterica subsp. enterica serovar Anatum TTou TTpOépXETal
a1d 10 ATCC® 9270™.,

2023-08-04

Evnuepwpéva ovépara poidvTwy avd aAAayr) ovopatog cUANOYNG KOANIEPYEIQG:
1O TTPOoIdV 0152, TTou TTpoépxeTal atrd ATCC® 19257 ™ £xel aAAGgel atTd
Lactococcus lactis subsp. cremoris o€ Lactococcus cremoris: 1o TTpoidv 0156,

Trou TTpoépxeTal atrd ATCC® 15488™  €xel aAAGgel amd Mycoplasma hominis

oe Metamycoplasma hominis® 10 Trpoidv 0212, TTou TrpoépxeTal ammd ATCC®
33217™ €xel aANG&el atrd Fluoribacter bozemanae o€ Legionella bozemanae® 1o
TTpoidv 0445, Tou TTpoépxeTal atmd ATCC® 8482™ éxel aANGgel ot Bacteroides
vulgatus og Phocaeicola vulgatus, etmmiong oTo mpoidv 5190P" 1o TTpoidv 0484,

TTou TTpoépxeTal atrd ATCC® 9027™, éxel aAAGEel amd Pseudomonas aeruginosa
oe Pseudomonas paraeruginosa: 1o mrpoiov 0486, Tou mrpoépxeTtal ammd ATCC®
6633™ ¢xel aANGgel atro Bacillus subtilis subsp. spizizenii o€ Bacillus spizizenii- To
Tpoidv 0519, Trou TTpoépyeTal attd ATCC® 34614™, éxel aAAGEel atmd Geotrichum
candidum oe Galactomyces candidus® 1o TTpoiév 0540, TTou TTpoépXETal ATTO
ATCC® 19659™, £xel aAagel atmd Bacillus subtilis o€ Bacillus spizizenii- 1o mpoidv
0596, Trou TpoépyeTal attd ATCC® 7050™, £€xel aAAGgel amd Bacillus coagulans
oe Weizmannia coagulans 1o mrpoiév 0840, Trou TTpoépyetal amd ATCC® 8724™,
£xel aAael amrd Klebsiella oxytoca oe Klebsiella michiganensis: 1o mrpoiov 0999,
TToU TTpoépyeTal ard ATCC® 13061™, £xer aAAael atmd Bacillus cereus o€ Bacillus
paranthracis. A@aipébnke 1o TTPoidv 5229P Adyw katdpynong. MNpooTébnke To UKCA
oTa oUpBoAa kepahidag Evnuepwdnke n emegnynon Twv cupBoAwv: MNpooTédnkav
TIANPOPOPIES yIa Tov avTITTPOowTTo Tou Hvwuévou BaaiAgiou kai Tng EABeTiag oTnv
evotnTa BonBeia.
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2024-02-23

Emkaipotroinon Twv ovoudaTtwy TTpoidvTiwy avd aAAayr) ovopatog GuAAoyrg
kaAAiépyelag: To poidv 0116 L P K, Bacillus megaterium tou Trapayetal amé ATCC®
9885™, ¢éxel aAAG&el o€ Priestia megaterium 10 Trpoidv 0120 L P K, Bacillus subtilis
subsp. subtilis TTou TTapayetal amd ATCC® 6051™, éxel aAa&el o€ Bacillus subtilis
1o Tpoidv 0136 L P K, 5193P, Streptococcus salivarius subsp. thermophilus trou
Trapayetal ammd ATCC® 19258™  éxel aANGel o€ Streptococcus thermophilus 1o
mpoiév 0140 L P K, 5191P, Bacillus circulans 1ou rapdyetal amté ATCC® 61™) éxel
aAA&&el o Niallia circulans 1o Tpoidv 0201 L P K, 5191P, Bacillus megaterium 1rou
Trapdyetal amé ATCC® 14581™, éxel aANGgel o€ Priestia megaterium® 1o Trpoidv
0234 L P K, Lactobacillus plantarum trou Trapayetal amé ATCC® 8014™, éxel aANAEel
oe Lactiplantibacillus plantarum® 1o Trpoidv 0639 L P K, Enterobacter cloacae subsp.
Cloacae 1Tou TTapdyeTal attd ATCC® 49141™ | éxel ahAGgel oe Enterobacter ludwigii
10 TTpOoIdv 0702 L P K, Pseudomonas putida 1rou Tapdyetal atmé ATCC® 31483 ™,
£xel aAAa&el oe Pseudomonas sp.: Apaip€dnke 1o Trpoidv 0746L, 0746K, 0746P
Aoyw katdpynong. Emikaipotroinuévo évopa oet: 1o 5066P, NH (3 Strains) QC Set
£xel aMager oe NH (4 Strains) QC Set.

2024-10-16

Emkaipotroinon ovopdtwy mpoidviwy avd aAlAayr ovouaciag cUANOyAg
KaAAiEpyelag: To TTpoidv 0235 L P K, Lactobacillus leichmannii Trou TTpo€pxeTal
a1d 10 ATCC® 7830™ é£xel ahAa&el o€ Lactobacillus delbrueckii subsp. lactis* 10
Tpoidv 01262 L P K, Lactobacillus brevis Trou TipoépyeTal atro 1o ATCC® 14869™
€xel aANG&el o Levilactobacillus brevis: 10 poidv 0764 L P K, 5193P,
Staphylococcus sciuri subsp. sciuri Trou TTpoépxeTtal améd 1o ATCC® 29061™ éxel
aAAa&el oe Mammaliicoccus sciuri- 1o TTpoidv 0176 L P K, Lactobacillus casei Trou
TpoépxeTal ard To0 ATCC® 393™ éxel aANGgel o€ Lacticaseibacillus casei” 10 TIpoidv
0864 L P K, 8164, €idn Streptococcus Trou TTpoépXeTal atrd 1o ATCC® 12401™ éyel
aAAG&el oe Streptococcus agalactiae® 10 Trpoidv 0836 L P K, Burkholderia cepacia
TToU TTpoépyeTal até 1o ATCC® 25608 ™ éxel aANa&el oe Burkholderia cenocepacia
Aopaipédnke To TTpoidv 0438P, 0438K, 0438L Adyw katdpynong.

Aopaipédnke 1o TTpoidv 0623P, 0623K, 0623L Adyw katdpynong.

Agaipébnke 1o TTpoidv 01026P, 01026K, 01026L Adyw kaTdpynong.

2024-12-20

Evnuepwpéva ovopata TPoidvTwy ava aAhayr ovouaTog GUAAOYNG KAAAIEPYEIQG: TO
mrpoidv 0233 L P K, Lactobacillus rhamnosus 1Tou Trapdyetal ammd ATCC® 7469™
€xel aAa&el oe Lacticaseibacillus rhamnosus' 10 Tpoidv 0258 L P K, Bacillus
pumilus Trou TTapdyetal amd ATCC® 14884 ™ éxel ahAGgel oe Bacillus sp.” 10
Trpoidv 0546 L P K, Lactobacillus paracasei 1ou Trapayetal amé ATCC® 334™
€xel aAMa&el oe Lacticaseibacillus paracasei- 1o rpoiov 0989 L P K, Lactobacillus
rhamnosus Ttou Trapdyetal amd ATCC® 9595™ ¢éxel aAAGel o€ Lacticaseibacillus
rhamnosus’ 1o Trpoidv 01090 L P K, Lactobacillus rhamnosus TTou TTapdyeTal amod
ATCC® 53103™ ¢xel aha&el o€ Lacticaseibacillus rhamnosus' 10 Trpoiév 01110 L
P K, Methylobacterium extorquens Tou Trapayetal atré ATCC® BAA-2500™* ¢xel
aAAa&el oe Methylorubrum extorquens:

MpooTébnke 10 TTPoidv 01290 P K, Pseudomonas aeruginosa TTou TTOPAYETAI OTTO
ATCC® BAA-3144™,

2025-08

Evnuepwpéva ovépara poioviwy avd aAAayr) ovopatog cUANOYNG KaAANIEpYEIaG:
10 Trpoidv 01018 L P K, Enterobacter cloacae trou mrapdyetal atmé ATCC® BAA-
1143™ ¢xel aAAGEel oe Enterobacter hormaechei subsp. steigerwaltii; Trpoidv 0828
L P K, Clostridium bifermentans trou Trapdyetal armd ATCC® 638™ éxel aAAGgel o€
Paraclostridium bifermentans. IMpooTéBnke evotnTa BIBAIOypa@iag, evnuepwOnKe n
d1evBuvon Tng MediMark®, avTikaraotdOnke 1o cUppBoro EC Rep pe 1o EU Rep kai
KaTapynénkav ol TTAnpoopicg yyunong.

2025-12

Evnuepwpéva ovopara poioviwy cUP@wva Pe TNV aAAayr] ovouaTog Twv CUAAOYWY
KaAAigpyeiwv: TTpoidv 0132 L P K, Ochrobactrum anthropi (TrpogpxOuEVO atTd
ATCC® BAA-749™) ¢xel aAANa&el o€ Brucella anthropi- TrpooTéBnke 1o TTpoidv 5260P
AST-GN (7 oteAéxn) o€t QC.
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NMAPAPTHMA 1 ZYNOWH ANAAYOMENQN OYZIQN
KWIK-STIK, LYFO DISK

O mrapakdrTw Tivakag TapabETel OAoug Toug povadikoUg hIKpoopyaviopoug Trou gival diabéaipol otn poper) KWIK-STIK A Tn
poper LYFO DISK. O Bagikdg apiBudg kataAdyou gival évag povadikdg apiBudg TTou TauToTTolEl TNV avaAudpEvn ouaia, EVw TO
emiOnua P, K ) L tautoTroiei Tn diapdpewaon Tng cuckeuaaiag. O1 pikpoopyaviopoi KWIK-STIK gival di0B€a101 08 GUCKEUATIEG
Twv 2 (P) kai cuokeuaaieg Twv 6 (K), evd 0 pikpoopyaviopdg LYFO DISK diatiBetal o€ pia diapdpewon Twv 6 agaipidiwv (L).

KWIK-STIK , ,

ok P LYFO DISK AvaAubpuevn ouacia
0101P 0101K 0101L Streptococcus equi subsp. zooepidemicus derived from ATCC® 43079™
0104P 0104K 0104L Streptococcus agalactiae (B,3) derived from ATCC® 12403™
0105P 0105K 0105L Streptococcus agalactiae derived from ATCC® BAA-611™
0106P 0106K 0106L Citrobacter koseri derived from ATCC® 27156™
0110P 0110K 0110L Prevotella melaninogenica derived from ATCC® 25845™
0111P 0111K 0111L Campylobacter jejuni subsp. jejuni derived from ATCC® 33560™
0112P 0112K 0112L Mycobacterium tuberculosis derived from ATCC® 25177 ™
0113P 0113K 0113L Staphylococcus aureus subsp. aureus derived from ATCC® 9144™
0114P 0114K 0114L Mycobacterium smegmatis derived from ATCC® 607™
0116P 0116K 0116L Priestia megaterium derived from ATCC® 9885™
0119P 0119K 0119L Acinetobacter baumannii derived from ATCC® BAA-747™
0120P 0120K 0120L Bacillus subtilis derived from ATCC® 6051™
0121P 0121K 0121L Campylobacter coli derived from ATCC® 43478™
0122P 0122K 0122L Candida glabrata derived from ATCC® MYA-2950™
0123P 0123K 0123L Clostridium perfringens derived from ATCC® 12916™
0126P 0126K 0126L Kocuria kristinae derived from ATCC® BAA-752™
0127P 0127K 0127L Lactobacillus gasseri derived from ATCC® 19992™
0128P 0128K 0128L Lactobacillus sakei subsp. sakei derived from ATCC® 15521™
0129P 0129K 0129L Listeria monocytogenes (4b) derived from ATCC® 13932™
0130P 0130K 0130L Listeria monocytogenes derived from ATCC® BAA-751™
0131P 0131K 0131L Neisseria mucosa derived from ATCC® 49233 ™
0132P 0132K 0132L Brucella anthropi derived from ATCC® BAA-749™
0134P 0134K 0134L Staphylococcus saprophyticus derived from ATCC® BAA-750™
0135P 0135K 0135L Stenotrophomonas maltophilia derived from ATCC® 49130™
0136P 0136K 0136L Streptococcus thermophilus derived from ATCC® 19258™
0139P 0139K 0139L Brevibacillus agri derived from ATCC® 51663 ™
0140P 0140K 0140L Niallia circulans derived from ATCC® 61™
0141P 0141K 0141L Aneurinibacillus aneurinilyticus derived from ATCC® 11376 ™
0142P 0142K 0142L Paenibacillus macerans derived from ATCC® 8509™
0143P 0143K 0143L Rhodotorula mucilaginosa derived from ATCC® 66034 ™
0144P 0144K 0144L Brevibacillus laterosporus derived from ATCC® 64™
0146P 0146K 0146L Staphylococcus aureus subsp. aureus derived from ATCC® BAA-976™
0147P 0147K 0147L Staphylococcus aureus subsp. aureus derived from ATCC® BAA-977™
0149P 0149K 0149L Lactococcus lactis subsp. lactis derived from ATCC® 19435™

N/A N/A 0151L Ureaplasma parvum derived from ATCC® 27813™
0152P 0152K 0152L Lactococcus cremoris derived from ATCC® 19257 ™
0153P 0153K 0153L Corynebacterium xerosis derived from ATCC® 373™
0154P 0154K 0154L Listeria monocytogenes derived from ATCC® 19118™

N/A N/A 0156L Metamycoplasma hominis derived from ATCC® 15488 ™
0157P 0157K 0157L Mycobacterium intracellulare derived from ATCC® 13950™
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0158P 0158K 0158L Staphylococcus aureus subsp. aureus derived from ATCC® 700699 ™
0159P 0159K 0159L Staphylococcus aureus subsp. aureus derived from ATCC® 51740™
0164P 0164K 0164L Chryseobacterium shigense derived from ATCC® 51823 ™

0165P 0165K 0165L Hafnia alvei derived from ATCC® 51815™

0167P 0167K 0167L Klebsiella oxytoca derived from ATCC® 51817™

0168P 0168K 0168L Pseudomonas brenneri derived from ATCC® 49642™

0169P 0169K 0169L Herminiimonas species derived from ATCC® 49643 ™

0170P 0170K 0170L Cutibacterium acnes derived from ATCC® 6919™

0172P 0172K 0172L Geobacillus stearothermophilus derived from ATCC® 10149™
0173P 0173K 0173L Staphylococcus aureus subsp. aureus derived from ATCC® 12600™
0175P 0175K 0175L Bifidobacterium breve derived from ATCC® 15700™

0176P 0176K 0176L Lacticaseibacillus casei derived from ATCC® 393™

0177P 0177K 0177L Aspergillus oryzae derived from ATCC® 10124™

0178P 0178K 0178L Penicillium chrysogenum derived from ATCC® 10106™

0179P 0179K 0179L Staphylococcus aureus derived from ATCC® BAA-1026™

0180P 0180K 0180L Salmonella enterica subsp. enterica serovar Typhimurium derived from ATCC® 51812™
0181P 0181K 0181L Enterococcus faecalis derived from ATCC® 14506 ™

0182P 0182K 0182L Pseudomonas aeruginosa derived from ATCC® 35554 ™

0184P 0184K 0184L Aggregatibacter aphrophilus derived from ATCC® 33389™

0185P 0185K 0185L Haemophilus influenzae derived from ATCC® 9007 ™

0188P 0188K 0188L Campylobacter jejuni subsp. jejuni derived from ATCC® BAA-1153™
0189P 0189K 0189L Eikenella corrodens derived from ATCC® BAA-1152™

0191P 0191K 0191L Raoultella terrigena derived from ATCC® 33257™

0196P 0196K 0196L Klebsiella aerogenes derived from ATCC® 51697 ™

0197P 0197K 0197L Enterococcus faecalis derived from ATCC® 33186™

0198P 0198K 0198L Bacillus cereus derived from ATCC® 33019™

0199P 0199K 0199L Pseudomonas aeruginosa derived from ATCC® 19429™

0200P 0200K 0200L Bacillus cereus derived from ATCC® 14579™

0201P 0201K 0201L Priestia megaterium derived from ATCC® 14581™

0203P 0203K 0203L Escherichia coli derived from ATCC® 23848 ™

0204P 0204K 0204L Escherichia coli (JM101) derived from ATCC® 33876 ™

0205P 0205K 0205L Lactococcus lactis subsp. lactis derived from ATCC® 11454 ™
0207P 0207K 0207L Penicillium rubens derived from ATCC® 9179™

0208P 0208K 0208L Rhizopus stolonifer (-) derived from ATCC® 6227a™

0209P 0209K 0209L Rhizopus stolonifer (+) derived from ATCC® 6227b™

0211P 0211K 0211L Legionella pneumophila subsp. pneumophila derived from ATCC® 33152™
0212P 0212K 0212L Legionella bozemanae derived from ATCC® 33217™

0215P 0215K 0215L Morganella morganii subsp. morganii derived from ATCC® 25829™
0217P 0217K 0217L Staphylococcus lugdunensis derived from ATCC® 49576™

0218P 0218K 0218L Micrococcus yunnanensis derived from ATCC® 7468 ™

0221P 0221K 0221L Streptococcus equi subsp. equi derived from ATCC® 33398 ™
0223P 0223K 0223L Enterococcus saccharolyticus derived from ATCC® 43076™

0227P 0227K 0227L Issatchenkia orientalis derived from ATCC® 6258 ™

0228P 0228K 0228L Paenibacillus polymyxa derived from ATCC® 43865™

0229P 0229K 0229L Citrobacter freundii derived from ATCC® 43864 ™

0231P 0231K 0231L Escherichia coli derived from ATCC® 700728 ™

0232P 0232K 0232L Listeria monocytogenes derived from ATCC® 19112™

0233P 0233K 0233L Lacticaseibacillus rhamnosus derived from ATCC® 7469™
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0234P 0234K 0234L Lactiplantibacillus plantarum derived from ATCC® 8014™

0235P 0235K 0235L Lactobacillus delbrueckii subsp. lactis derived from ATCC® 7830™
0237P 0237K 0237L Streptococcus salivarius derived from ATCC® 13419™

0241P 0241K 0241L Pseudomonas fluorescens derived from ATCC® 13525™

0242P 0242K 0242L Micrococcus luteus derived from ATCC® 4698 ™

0243P 0243K 0243L Lactobacillus acidophilus derived from ATCC® 4356 ™

0245P 0245K 0245L Aspergillus niger derived from ATCC® 16888 ™

0246P 0246K 0246L Staphylococcus haemolyticus derived from ATCC® 29970™
0247P 0247K 0247L Serratia marcescens derived from ATCC® 13880™

0248P 0248K 0248L Moraxella catarrhalis derived from ATCC® 23246™

0249P 0249K 0249L Aggregatibacter aphrophilus derived from ATCC® 49917™

0250P 0250K 0250L Candida albicans derived from ATCC® 90029™

0251P 0251K 0251L Campylobacter jejuni subsp. jejuni derived from ATCC® 49943™
0253P 0253K 0253L Salmonella enterica subsp. enterica serovar Typhimurium derived from ATCC® 25241 ™
0254P 0254K 0254L Listeria monocytogenes Cornell University derived from Silliker® SLR2249
0255P 0255K 0255L Zygosaccharomyces rouxii derived from NCYC 381

0256P 0256K 0256L Bacillus cereus derived from ATCC® 11778™

0257P 0257K 0257L Clostridium perfringens derived from ATCC® 3624 ™

0258P 0258K 0258L Bacillus sp. derived from ATCC® 14884 ™

0259P 0259K 0259L Pediococcus acidilactici derived from ATCC® 8042™

0260P 0260K 0260L Arthrobacter psychrolactophilus derived from ATCC® 700733™
0261P 0261K 0261L Klebsiella variicola derived from ATCC® 31488 ™

0262P 0262K 0262L Serratia marcescens derived from ATCC® 43862™

0263P 0263K 0263L Aerococcus viridans derived from ATCC® 10400™

0264P 0264K 0264L Candida albicans derived from ATCC® 90028 ™

0265P 0265K 0265L Alicyclobacillus acidoterrestris derived from ATCC® 49025™
0266P 0266K 0266L Streptococcus mutans derived from ATCC® 25175™

0267P 0267K 0267L Streptococcus pneumoniae derived from ATCC® 700677 ™

0269P 0269K 0269L Bacillus subtilis derived from ATCC® 11774™

0270P 0270K 0270L Bacillus thuringiensis derived from ATCC® 10792™

0272P 0272K 0272L Mycobacterium terrae derived from ATCC® 15755™

0274P 0274K 0274L Sphingomonas paucimobilis derived from ATCC® 29837 ™

0276P 0276K 0276L Aerococcus viridans derived from ATCC® 11563 ™

0277P 0277K 0277L Listeria monocytogenes derived from ATCC® 19111™

0290P 0290K 0290L Aeromonas salmonicida derived from ATCC® 7965™

0291P 0291K 0291L Cryptococcus neoformans derived from ATCC® 14116™

0293P 0293K 0293L Corynebacterium renale derived from ATCC® 19412™

0294P 0294K 0294L Cellulosimicrobium cellulans derived from ATCC® 27402™

0295P 0295K 0295L Microbacterium testaceum derived from ATCC® 15829 ™

0296P 0296K 0296L Paenibacillus polymyxa derived from ATCC® 7070™

0299P 0299K 0299L Listeria ivanovii subsp. londoniensis derived from ATCC® BAA-139™
0300P 0300K 0300L Proteus vulgaris derived from ATCC® 33420™

0303P 0303K 0303L Shigella sonnei derived from ATCC® 25931™

0306P 0306K 0306L Klebsiella aerogenes derived from ATCC® 13048™

0310P 0310K 0310L Proteus mirabilis derived from NCIMB 13283

0312P 0312K 0312L Staphylococcus aureus subsp. aureus derived from NCIMB 12702
0313P 0313K 0313L Enterobacter cloacae subsp. cloacae derived from ATCC® 23355™
0314P N/A N/A Streptococcus pyogenes derived from NCIMB 13285
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0315P 0315K 0315L Citrobacter freundii derived from ATCC® 8090™
0316P 0316K 0316L Yersinia enterocolitica subsp. enterocolitica derived from ATCC® 23715™
0317P 0317K 0317L Clostridium sporogenes derived from ATCC® 19404 ™
0318P 0318K 0318L Clostridium perfringens derived from ATCC® 13124 ™
0319P 0319K 0319L Bacteroides thetaiotaomicron derived from ATCC® 29741 ™
0320P 0320K 0320L Bacteroides fragilis derived from ATCC® 25285™
0321P 0321K 0321L Proteus mirabilis derived from ATCC® 29245™
0322P 0322K 0322L Peptostreptococcus anaerobius derived from ATCC® 27337 ™
0323P 0323K 0323L Enterobacter cloacae subsp. cloacae derived from ATCC® 13047 ™
0324P 0324K 0324L Myroides odoratus derived from ATCC® 4651™
0325P 0325K 0325L Campylobacter jejuni subsp. jejuni derived from ATCC® 29428 ™
0327P 0327K 0327L Clostridium histolyticum derived from ATCC® 19401™
0328P 0328K 0328L Fusobacterium nucleatum subsp. nucleatum derived from ATCC® 25586 ™
0329P 0329K 0329L Clostridioides difficile derived from ATCC® 9689™
0330P 0330K 0330L Bacillus cereus derived from NCIMB 7464
0331P 0331K 0331L Paeniclostridium sordellii derived from ATCC® 9714™
0332P 0332K 0332L Candida albicans derived from ATCC® 14053™
0333P 0333K 0333L Papiliotrema laurentii derived from ATCC® 18803 ™
0334P 0334K 0334L Cryptococcus neoformans derived from ATCC® 32045™
0335P 0335K 0335L Escherichia coli derived from ATCC® 25922™
0336P 0336K 0336L Enterococcus faecalis derived from NCIMB 13280
0338P 0338K 0338L Haemophilus influenzae derived from ATCC® 33533™
0341P 0341K 0341L Salmonella enterica subsp. enterica serovar Paratyphi A derived from ATCC® 9150™
0343P 0343K 0343L Salmonella enterica subsp. enterica serovar Choleraesuis derived from ATCC® 7001™
0345P 0345K 0345L Salmonella enterica subsp. enterica serovar Enteritidis derived from ATCC® 13076 ™
0346P 0346K 0346L Salmonella enterica subsp. enterica serovar Anatum derived from ATCC® 9270™
0348P 0348K 0348L Shigella flexneri derived from ATCC® 9199™
0349P 0349K 0349L Shigella boydii derived from ATCC® 9207 ™
0350P 0350K 0350L Shigella sonnei derived from ATCC® 29930™
0351P 0351K 0351L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 13883™
0352P 0352K 0352L Staphylococcus aureus subsp. aureus derived from ATCC® 33862™
0353P 0353K 0353L Pseudomonas aeruginosa derived from ATCC® 27853 ™
0354P 0354K 0354L Serratia marcescens derived from ATCC® 8100™
0355P 0355K 0355L Proteus hauseri derived from ATCC® 13315™
0356P 0356K 0356L Shigella flexneri derived from ATCC® 12022™
0357P 0357K 0357L Acinetobacter baumannii derived from ATCC® 19606 ™
0358P 0358K 0358L Bacteroides fragilis derived from NCTC 9343
0360P 0360K 0360L Staphylococcus aureus subsp. aureus derived from ATCC® 25923 ™
0363P 0363K 0363L Salmonella enterica subsp. enterica serovar Typhimurium derived from ATCC® 14028 ™
0365P 0365K 0365L Staphylococcus aureus subsp. aureus derived from ATCC® 29213 ™
0366P 0366K 0366L Enterococcus faecalis derived from ATCC® 29212™
0367P 0367K 0367L Enterococcus faecalis derived from ATCC® 19433™
0369P 0369K 0369L Stenotrophomonas maltophilia derived from ATCC® 13637 ™
0370P 0370K 0370L Streptococcus agalactiae derived from ATCC® 13813™
0371P 0371K 0371L Staphylococcus epidermidis derived from ATCC® 12228 ™
0375P 0375K 0375L Neisseria gonorrhoeae derived from ATCC® 31426™
0376P 0376K 0376L Haemophilus influenzae derived from ATCC® 19418™
0377P 0377K 0377L Haemophilus parahaemolyticus derived from ATCC® 10014 ™
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0378P 0378K 0378L Neisseria gonorrhoeae derived from ATCC® 19424™

0379P 0379K 0379L Candida albicans derived from NCYC 1363

0380P 0380K 0380L Streptococcus pneumoniae derived from ATCC® 6303™
0383P 0383K 0383L Streptococcus mitis derived from NCIMB 13770

0384P 0384K 0384L Providencia stuartii derived from ATCC® 33672™

0385P 0385K 0385L Streptococcus pyogenes derived from ATCC® 19615™

0388P 0388K 0388L Enterobacter cloacae subsp. cloacae derived from ATCC® 35030™
0389P 0389K 0389L Streptococcus anginosus derived from NCTC 10713

0391P 0391K 0391L Streptococcus gallolyticus derived from ATCC® 9809™

0392P 0392K 0392L Aspergillus brasiliensis derived from ATCC® 16404 ™

0393P 0393K 0393L Proteus vulgaris derived from NCTC 4636

0398P 0398K 0398L Listeria monocytogenes derived from ATCC® 7644 ™

0399P 0399K 0399L Klebsiella aerogenes derived from ATCC® 35029™

0400P 0400K 0400L Bacteroides ovatus derived from ATCC® 8483 ™

0402P 0402K 0402L Alcaligenes faecalis subsp. faecalis derived from ATCC® 8750™
0403P 0403K 0403L Moraxella catarrhalis derived from ATCC® 25240™

0404P 0404K 0404L Neisseria meningitidis derived from ATCC® 13102™

0405P 0405K 0405L Neisseria lactamica derived from ATCC® 23970™

0406P 0406K 0406L Neisseria sicca derived from ATCC® 9913 ™

0407P 0407K 0407L Fusobacterium necrophorum subsp. necrophorum derived from ATCC® 25286™
0409P 0409K 0409L Finegoldia magna derived from ATCC® 29328 ™

0410P 0410K 0410L Gardnerella vaginalis derived from ATCC® 14018™

0411P 0411K 0411L Aggregatibacter aphrophilus derived from ATCC® 7901™
0412P 0412K 0412L Staphylococcus epidermidis derived from ATCC® 14990™
0414P 0414K 0414L Listeria innocua derived from NCTC 11288

0416P 0416K 0416L Pseudomonas aeruginosa derived from ATCC® 10145™
0419P 0419K 0419L Cutibacterium acnes derived from ATCC® 11827™

0421P 0421K 0421L Salmonella enterica subsp. enterica serovar Typhimurium derived from ATCC® 13311™
0422P 0422K 0422L Escherichia coli derived from ATCC® 35421™

0423P 0423K 0423L Streptococcus oralis derived from ATCC® 6249™

0425P 0425K 0425L Candida albicans derived from ATCC® 60193 ™

0426P 0426K 0426L Neisseria gonorrhoeae derived from ATCC® 43070™

0429P 0429K 0429L Neisseria gonorrhoeae derived from ATCC® 43069™

0431P 0431K 0431L Paenibacillus larvae subsp. larvae derived from ATCC® 9545™
0432P 0432K 0432L Proteus mirabilis derived from ATCC® 43071™

0433P 0433K 0433L Escherichia coli derived from ATCC® 4157 ™

0435P 0435K 0435L Streptococcus pneumoniae derived from ATCC® 27336™
0436P 0436K 0436L Streptococcus agalactiae derived from ATCC® 27956 ™

0439P 0439K 0439L Streptococcus agalactiae derived from ATCC® 12386™

0440P 0440K 0440L Proteus mirabilis derived from ATCC® 12453™

0441P 0441K 0441L Haemophilus influenzae derived from ATCC® 10211™

0442pP 0442K 0442L Trichophyton interdigitale derived from ATCC® 9533 ™

0443P 0443K 0443L Candida albicans derived from ATCC® 10231™

0444P 0444K 0444L Trichophyton rubrum derived from ATCC® 28188™

0445P 0445K 0445L Phocaeicola vulgatus derived from ATCC® 8482™

0446P 0446K 0446L Shigella sonnei derived from ATCC® 9290™

0447P 0447K 0447L Streptococcus pneumoniae derived from ATCC® 6305™
0450P 0450K 0450L Candida tropicalis derived from ATCC® 13803™
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0453P 0453K 0453L Neisseria meningitidis derived from ATCC® 13077 ™
0454P 0454K 0454L Neisseria meningitidis derived from ATCC® 13090™
0458P 0458K 0458L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 13882™
0459P 0459K 0459L Proteus vulgaris derived from ATCC® 6380™
0462P 0462K 0462L Staphylococcus aureus subsp. aureus derived from ATCC® 11632™
0463P 0463K 0463L Streptococcus bovis derived from ATCC® 33317™
0464P 0464K 0464L Neisseria sicca derived from ATCC® 29193™
0465P 0465K 0465L Escherichia coli derived from ATCC® 11775™
0468P 0468K 0468L Acinetobacter Iwoffii derived from ATCC® 15309™
0469P 0469K 0469L Streptococcus pneumoniae derived from NCIMB 13286
0472P 0472K 0472L Enterococcus faecalis derived from NCTC 775
0473P 0473K 0473L Paenibacillus gordonae derived from ATCC® 29948 ™
0474P 0474K 0474L Bacillus pumilus derived from ATCC® BAA-1434™
0475P 0475K 0475L Moraxella osloensis derived from ATCC® 10973 ™
0476P 0476K 0476L Haemophilus influenzae derived from ATCC® 43163™
0478P 0478K 0478L Citrobacter braakii derived from ATCC® 43162™
0480P N/A N/A Streptococcus agalactiae derived from NCTC 8017
0481P 0481K 0481L Campylobacter jejuni subsp. jejuni derived from ATCC® 33291™
0483P 0483K 0483L Escherichia coli derived from ATCC® 8739™
0484P 0484K 0484L Pseudomonas paraeruginosa derived from ATCC® 9027 ™
0485P 0485K 0485L Staphylococcus aureus subsp. aureus derived from ATCC® 6538 ™
0486P 0486K 0486L Bacillus spizizenii derived from ATCC® 6633™
0487P 0487K 0487L Clostridium sporogenes derived from ATCC® 11437™
0488P 0488K 0488L Burkholderia cepacia derived from ATCC® 25416™
0489P 0489K 0489L Bordetella pertussis derived from ATCC® 8467 ™
0494P 0494K 0494L Staphylococcus saprophyticus derived from ATCC® 15305™
0495P 0495K 0495L Escherichia coli derived from ATCC® 35218™
0496P 0496K 0496L Staphylococcus aureus subsp. aureus derived from ATCC® 33591™
0497P 0497K 0497L Enterococcus faecalis derived from ATCC® 7080™
0500P 0500K 0500L Aspergillus niger derived from ATCC® 6275™
0501P 0501K 0501L Salmonella enterica subsp. enterica derived from ATCC® 51741™
0502P 0502K 0502L Escherichia coli derived from ATCC® 11303 ™
N/A N/A 0503L Mycoplasma pneumoniae derived from ATCC® 15531™
0506P 0506K 0506L Serratia marcescens derived from ATCC® 14041™
0508P 0508K 0508L Streptococcus pyogenes derived from ATCC® 12344 ™
0510P 0510K 0510L Candida krusei derived from ATCC® 34135™
0511P 0511K 0511L Acetobacter aceti derived from ATCC® 15973 ™
0513P 0513K 0513L Mycobacterium fortuitum subsp. fortuitum derived from ATCC® 6841™
0514P 0514K 0514L Mycobacterium smegmatis derived from ATCC® 19420™
0519P 0519K 0519L Galactomyces candidus derived from ATCC® 34614™
0520P 0520K 0520L Candida geochares derived from ATCC® 36852™
0522P 0522K 0522L Mycobacterium avium subsp. avium derived from ATCC® 15769™
0524P 0524K 0524L Pseudomonas protegens (G) derived from ATCC® 17386 ™
0527P 0527K 0527L Clostridioides difficile derived from ATCC® 700057 ™
0530P 0530K 0530L Klebsiella oxytoca derived from ATCC® 13182™
0531P 0531K 0531L Fusarium keratoplasticum derived from ATCC® 36031™
0533P 0533K 0533L Staphylococcus capitis derived from ATCC® 146™
0534P 0534K 0534L Saccharomyces cerevisiae derived from ATCC® 4098 ™
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0537P 0537K 0537L Cladosporium cladosporioides derived from ATCC® 16022™
0539P 0539K 0539L Bacillus thuringiensis derived from ATCC® 33679™

0540P 0540K 0540L Bacillus spizizenii derived from ATCC® 19659™

0543P 0543K 0543L Escherichia coli derived from ATCC® 14169™

0544P 0544K 0544L Mycobacterium avium subsp. avium derived from ATCC® 25291 ™
0545P 0545K 0545L Mycobacterium kansasii derived from ATCC® 12478™
0546P 0546K 0546L Lacticaseibacillus paracasei derived from ATCC® 334™
0547P 0547K 0547L Clostridium perfringens derived from NCTC 8678

0571P 0571K 0571L Staphylococcus epidermidis derived from NCIMB 8853
0572P 0572K 0572L Clostridium perfringens derived from NCTC 8237

0574P 0574K 0574L Citrobacter freundii derived from NCTC 9750

0576P 0576K 0576L Pseudomonas aeruginosa derived from NCIMB 8626

0577P 0577K 0577L Bacillus pumilus derived from ATCC® 700814 ™

0578P 0578K 0578L Citrobacter braakii derived from ATCC® 51113™

0580P 0580K 0580L Clostridium sporogenes derived from NCIMB 12343

0583P 0583K 0583L Corynebacterium striatum derived from ATCC® BAA-1293™
0584P 0584K 0584L Parabacteroides distasonis derived from ATCC® BAA-1295™
0585P 0585K 0585L Bacteroides ovatus derived from ATCC® BAA-1296™

0586P 0586K 0586L Clostridium septicum derived from ATCC® 12464 ™

0587P 0587K 0587L Bacteroides ovatus derived from ATCC® BAA-1304™

0595P 0595K 0595L Salmonella bongori derived from ATCC® 43975™

0596P 0596K 0596L Weizmannia coagulans derived from ATCC® 7050 ™

0597P 0597K 0597L Klebsiella aerogenes derived from NCIMB 10102

0598P 0598K 0598L Pseudomonas aeruginosa derived from NCIMB 12469
0599P 0599K 0599L Acinetobacter baumannii derived from NCIMB 12457

0602P 0602K 0602L Streptococcus dysgalactiae subsp. equisimilis derived from ATCC® 12394 ™
0603P 0603K 0603L Streptococcus dysgalactiae subsp. equisimilis derived from ATCC® 12388 ™
0604P 0604K 0604L Salmonella enterica subsp. enterica serovar Pullorum derived from ATCC® 13036™
0605P 0605K 0605L Staphylococcus xylosus derived from ATCC® 29971™

0607P 0607K 0607L Proteus mirabilis derived from ATCC® 7002™

0617P 0617K 0617L Escherichia coli (0157:H7) derived from ATCC® 35150™
0618P 0618K 0618L Parabacteroides distasonis derived from ATCC® 8503™
0619P 0619K 0619L Bacteroides uniformis derived from ATCC® 8492™

0620P 0620K 0620L Haemophilus influenzae derived from ATCC® 9006 ™

0621P 0621K 0621L Oligella urethralis derived from ATCC® 17960™

0622P 0622K 0622L Moraxella catarrhalis derived from ATCC® 8176™

0626P 0626K 0626L Klebsiella oxytoca derived from ATCC® 49131™

0627P 0627K 0627L Pseudomonas putida derived from ATCC® 49128 ™

0628P 0628K 0628L Staphylococcus epidermidis derived from ATCC® 49134™
0629P 0629K 0629L Staphylococcus gallinarum derived from ATCC® 49148™
0630P 0630K 0630L Streptococcus pasteurianus derived from ATCC® 49133™
0631P 0631K 0631L Streptococcus gallolyticus derived from ATCC® 49147™
0632P 0632K 0632L Streptococcus pneumoniae derived from ATCC® 49136™
0633P 0633K 0633L Streptococcus pneumoniae derived from ATCC® 49150™
0635P 0635K 0635L Acinetobacter species derived from ATCC® 49139™

0637P 0637K 0637L Aeromonas hydrophila derived from ATCC® 49140™

0638P 0638K 0638L Shewanella haliotis derived from ATCC® 49138™

0639P 0639K 0639L Enterobacter ludwigii derived from ATCC® 49141™
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0640P 0640K 0640L Proteus vulgaris derived from ATCC® 49132™

0641P 0641K 0641L Ralstonia insidiosa derived from ATCC® 49129™

0642P 0642K 0642L Moraxella catarrhalis derived from ATCC® 49143 ™

0643P 0643K 0643L Gardnerella vaginalis derived from ATCC® 49145™

0644P 0644K 0644L Haemophilus influenzae derived from ATCC® 49144 ™

0645P 0645K 0645L Aggregatibacter aphrophilus derived from ATCC® 49146™

0646P 0646K 0646L Neisseria lactamica derived from ATCC® 49142™

0647P 0647K 0647L Haemophilus influenzae derived from ATCC® 49247 ™

0648P 0648K 0648L Neisseria gonorrhoeae derived from ATCC® 49226 ™

0650P 0650K 0650L Enterococcus hirae derived from ATCC® 8043 ™

0651P 0651K 0651L Enterococcus durans derived from ATCC® 6056 ™

0655P 0655K 0655L Bordetella bronchiseptica derived from ATCC® 10580™

0656P 0656K 0656L Streptococcus equi subsp. equi derived from ATCC® 9528 ™
0660P 0660K 0660L Trueperella pyogenes derived from ATCC® 19411™

0661P 0661K 0661L Erysipelothrix rhusiopathiae derived from ATCC® 19414™

0668P 0668K 0668L Pasteurella multocida subsp. multocida derived from ATCC® 12945™
0669P 0669K 0669L Kocuria rhizophila derived from ATCC® 9341a™

0670P 0670K 0670L Kocuria rhizophila derived from ATCC® 15957 ™

0671P 0671K 0671L Bordetella bronchiseptica derived from ATCC® 4617 ™

0674P 0674K 0674L Clostridium perfringens derived from ATCC® 12919™

0676P 0676K 0676L Clostridium sporogenes derived from ATCC® 3584 ™

0677P 0677K 0677L Enterococcus faecium derived from ATCC® 6569 ™

0678P 0678K 0678L Enterococcus hirae derived from ATCC® 10541 ™

0679P 0679K 0679L Enterococcus faecium derived from ATCC® 27270™

0680P 0680K 0680L Escherichia coli derived from ATCC® 10536 ™

0681P 0681K 0681L Escherichia coli derived from ATCC® 11229™

0683P 0683K 0683L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 4352™
0684P 0684K 0684L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 10031™
0685P 0685K 0685L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 27736™
0686P 0686K 0686L Listeria monocytogenes derived from ATCC® 19114™

0687P 0687K 0687L Listeria monocytogenes derived from ATCC® 19115™

0688P 0688K 0688L Kocuria rhizophila derived from ATCC® 9341™

0689P 0689K 0689L Micrococcus luteus derived from ATCC® 10240™

0690P 0690K 0690L Proteus mirabilis derived from ATCC® 25933 ™

0691P 0691K 0691L Proteus vulgaris derived from ATCC® 8427 ™

0693P 0693K 0693L Pseudomonas aeruginosa derived from ATCC® 15442™

0695P 0695K 0695L Pseudomonas aeruginosa derived from ATCC® 25619™

0697P 0697K 0697L Rhodococcus equi derived from ATCC® 6939™

0698P 0698K 0698L Saccharomyces kudriavzevii derived from ATCC® 2601™

0699P 0699K 0699L Saccharomyces cerevisiae derived from ATCC® 9763 ™

0701P 0701K 0701L Malassezia furfur derived from ATCC® 14521™

0702P 0702K 0702L Pseudomonas sp. derived from ATCC® 31483™

0703P 0703K 0703L Pluralibacter gergoviae derived from ATCC® 33028 ™

0706P 0706K 0706L Escherichia coli derived from NCTC 10538

0709P 0709K 0709L Streptococcus agalactiae (B) derived from NCIMB 701348
0710P 0710K 0710L Streptococcus agalactiae derived from NCTC 9993

0712P 0712K 0712L Campylobacter jejuni subsp. jejuni derived from NCTC 13367
0713P 0713K 0713L Staphylococcus aureus subsp. aureus derived from NCTC 12973
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0714P 0714K 0714L Enterococcus faecalis derived from NCTC 13379

0718P 0718K 0718L Campylobacter jejuni subsp. jejuni derived from NCTC 11322

0720P 0720K 0720L Vibrio furnissii derived from NCTC 11218

0721P 0721K 0721L Mycobacterium smegmatis derived from ATCC® 14468 ™

0726P 0726K 0726L Candida parapsilosis derived from ATCC® 22019™

0727P 0727K 0727L Listeria monocytogenes derived from ATCC® 15313™

0728P 0728K 0728L Thermoanaerobacterium thermosaccharolyticum derived from ATCC® 7956 ™

0736P 0736K 0736L Saccharomyces cerevisiae derived from NCYC 79

0737P 0737K 0737L Candida glabrata derived from ATCC® 15126™

0738P 0738K 0738L Meyerozyma guilliermondii derived from ATCC® 6260™

0739P 0739K 0739L Staphylococcus lentus derived from ATCC® 700403™

0740P 0740K 0740L Micrococcus species derived from ATCC® 700405™

0741P 0741K 0741L Staphylococcus xylosus derived from ATCC® 700404 ™

0742P 0742K 0742L Stenotrophomonas maltophilia derived from ATCC® 51331™

0743P 0743K 0743L Streptococcus equi subsp. zooepidemicus derived from ATCC® 700400™

0744P 0744K 0744L Streptococcus uberis derived from ATCC® 700407 ™

0747P 0747K 0747L Escherichia coli derived from ATCC® 13706 ™

0749P 0749K 0749L Capnocytophaga sputigena derived from ATCC® 33612™

0750P 0750K 0750L Actinomyces viscosus derived from ATCC® 15987 ™

0754P 0754K 0754L Brevundimonas diminuta derived from ATCC® 11568 ™

0755P 0755K 0755L Enterobacter hormaechei derived from ATCC® 700323™

0756P 0756K 0756L Cronobacter muytjensii derived from ATCC® 51329™

0757P 0757K 0757L Klebsiella oxytoca derived from ATCC® 700324 ™

0759P 0759K 0759L Stenotrophomonas maltophilia derived from ATCC® 17666 ™

0761P 0761K 0761L Enterococcus casseliflavus derived from ATCC® 700327 ™

0763P 0763K 0763L Streptococcus pneumoniae derived from ATCC® 6301 ™

0764P 0764K 0764L Mammaliicoccus sciuri derived from ATCC® 29061 ™

0766P 0766K 0766L Kocuria rosea derived from ATCC® 186™

0774P 0774K 0774L Candida lusitaniae derived from ATCC® 34449™

0778P 0778K 0778L Cutaneotrichosporon dermatis derived from ATCC® 204094 ™

0779P 0779K 0779L Candida utilis derived from ATCC® 9950™

0780P 0780K 0780L Prototheca wickerhamii derived from ATCC® 16529™

0781P 0781K 0781L Cryptococcus neoformans derived from ATCC® 204092™

0783P 0783K 0783L Listeria monocytogenes derived from NCTC 10890

0784P 0784K 0784L Klebsiella quasipneumoniae derived from ATCC® 700603 ™

0791P 0791K 0791L Escherichia coli derived from ATCC® 51813™

0794P 0794K 0794L Penicillium venetum derived from ATCC® 16025™

0795P 0795K 0795L Escherichia coli (0157:H7) derived from ATCC® 43888 ™

0799P 0799K 0799L Bacillus licheniformis derived from ATCC® 14580 ™

0800P 0800K 0800L Candida albicans derived from ATCC® 24433™

0801P 0801K 0801L Clostridium perfringens derived from ATCC® 12915™

0802P 0802K 0802L Listeria seeligeri derived from ATCC® 35967 ™

0803P 0803K 0803L Zygosaccharomyces rouxii derived from ATCC® 28253 ™

0804P 0804K 0804L Micrococcus luteus derived from ATCC® 49732™

0805P 0805K 0805L Brevundimonas diminuta derived from ATCC® 19146™

0806P 0806K 0806L Serratia marcescens derived from ATCC® 14756 ™

0809P 0809K 0809L Candida krusei derived from ATCC® 14243™

0812P 0812K 0812L Bacillus licheniformis derived from ATCC® 12759™
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0813P 0813K 0813L Lactobacillus fermentum derived from ATCC® 9338 ™

0814P 0814K 0814L Listeria innocua (6a) derived from ATCC® 33090 ™

0815P 0815K 0815L Listeria ivanovii subsp. ivanovii derived from ATCC® 19119™

0816P 0816K 0816L Listeria welshimeri derived from ATCC® 35897 ™

0817P 0817K 0817L Salmonella enterica subsp. enterica serovar Abaetetuba derived from ATCC® 35640™

0818P 0818K 0818L Vibrio parahaemolyticus derived from ATCC® 17802™

0819P 0819K 0819L Vibrio alginolyticus derived from ATCC® 17749™

0826P 0826K 0826L Salmonella enterica subsp. enterica serovar Abaetetuba derived from Silliker® SLR156

0827P 0827K 0827L Staphylococcus aureus subsp. aureus derived from ATCC® 6538P™

0828P 0828K 0828L Paraclostridium bifermentans derived from ATCC® 638™

0830P 0830K 0830L Pseudomonas aeruginosa derived from NCTC 10662

0831P 0831K 0831L Staphylococcus aureus derived from NCTC 6571

0832P 0832K 0832L Staphylococcus aureus subsp. aureus derived from ATCC® 51153™

0833P 0833K 0833L Clostridioides difficile derived from ATCC® 43593 ™

0836P 0836K 0836L Burkholderia cenocepacia derived from ATCC® 25608 ™

0838P 0838K 0838L Serratia liquefaciens derived from ATCC® 27592™

0839P 0839K 0839L Morganella morganii subsp. morganii derived from ATCC® 25830™

0840P 0840K 0840L Klebsiella michiganensis derived from ATCC® 8724™

0841P 0841K 0841L Proteus vulgaris derived from ATCC® 6896 ™

0842P 0842K 0842L Bordetella parapertussis derived from ATCC® 15311™

0843P 0843K 0843L Bordetella pertussis derived from ATCC® 9797 ™

0844P 0844K 0844L Corynebacterium diphtheriae derived from ATCC® 13812™

0845P 0845K 0845L Edwardsiella tarda derived from ATCC® 15947 ™

0847P 0847K 0847L Candida tropicalis derived from ATCC® 750™

0851P 0851K 0851L Salmonella enterica subsp. enterica serovar Poona derived from NCTC 4840

0852P 0852K 0852L Staphylococcus aureus subsp. aureus derived from ATCC® 43300™

0853P 0853K 0853L Pseudomonas stutzeri derived from ATCC® 17588 ™

0856P 0856K 0856L Listeria grayi derived from ATCC® 25401™

0857P 0857K 0857L Enterococcus raffinosus derived from ATCC® 49464 ™

0858P 0858K 0858L Streptococcus sanguinis derived from ATCC® 10556 ™

0859P 0859K 0859L Streptomyces griseus subsp. griseus derived from ATCC® 10137 ™

0860P 0860K 0860L Escherichia coli derived from ATCC® 51755™

0861P 0861K 0861L Escherichia coli derived from NCTC 12900

0864P 0864K 0864L Streptococcus agalactiae derived from ATCC® 12401™

0865P 0865K 0865L Streptococcus pneumoniae derived from ATCC® 10015™

0866P 0866K 0866L Nocardia brasiliensis derived from ATCC® 19296 ™

0867P 0867K 0867L Veillonella parvula derived from ATCC® 10790™

0868P 0868K 0868L Oligella ureolytica derived from ATCC® 43534 ™

0869P 0869K 0869L Escherichia coli derived from ATCC® 51446 ™

0870P 0870K 0870L Aeromonas hydrophila derived from ATCC® 7966 ™

0871P 0871K 0871L Geobacillus stearothermophilus derived from ATCC® 7953 ™

0872P 0872K 0872L Geobacillus stearothermophilus derived from ATCC® 12980™

0879P 0879K 0879L Providencia stuartii derived from ATCC® 49809 ™

0880P 0880K 0880L Pseudomonas mosselii derived from ATCC® 49838 ™

0881P 0881K 0881L Staphylococcus saprophyticus derived from ATCC® 49907 ™

0883P 0883K 0883L Paenibacillus polymyxa derived from ATCC® 842™

0884P 0884K 0884L Corynebacterium pseudodiphtheriticum derived from ATCC® 10701™

0885P 0885K 0885L Lactobacillus acidophilus derived from ATCC® 314™
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0889P 0889K 0889L Staphylococcus aureus subsp. aureus derived from ATCC® 33592™
0890P 0890K 0890L Salmonella enterica subsp. enterica serovar Abony derived from NCTC 6017
0891P 0891K 0891L Trichophyton tonsurans derived from ATCC® 28942™

0893P 0893K 0893L Microsporum gypseum derived from ATCC® 24102™

0894P 0894K 0894L Microsporum canis derived from ATCC® 36299™

0895P 0895K 0895L Enterococcus gallinarum derived from ATCC® 49573 ™

0896P 0896K 0896L Candida albicans derived from ATCC® 2091™

0897P 0897K 0897L Candida tropicalis derived from ATCC® 9968 ™

0900P 0900K 0900L Saccharomyces cerevisiae derived from ATCC® 9080™

0901P 0901K 0901L Salmonella enterica subsp. arizonae derived from ATCC® 13314™
0902P 0902K 0902L Salmonella enterica subsp. enterica serovar Choleraesuis derived from ATCC® 10708 ™
0906P 0906K 0906L Staphylococcus aureus subsp. aureus derived from ATCC® 29737™
0907P 0907K 0907L Staphylococcus pseudintermedius derived from ATCC® 49444 ™

0909P 0909K 0909L Yersinia enterocolitica subsp. enterocolitica derived from ATCC® 27729™
0910P 0910K 0910L Aeromonas hydrophila derived from ATCC® 35654 ™

0911P 0911K 0911L Alcaligenes faecalis subsp. faecalis derived from ATCC® 35655™

0912P 0912K 0912L Porphyromonas gingivalis derived from ATCC® 33277™

0919P 0919K 0919L Haemophilus influenzae derived from ATCC® 49766 ™

0936P 0936K 0936L Eggerthella lenta derived from ATCC® 43055™

0937P 0937K 0937L Staphylococcus aureus subsp. aureus derived from ATCC® 49476™
0938P 0938K 0938L Yersinia enterocolitica subsp. enterocolitica derived from ATCC® 9610™
0939P 0939K 0939L Schaalia odontolytica derived from ATCC® 17929™

0940P 0940K 0940L Bacteroides fragilis derived from ATCC® 23745™

0942P 0942K 0942L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 35657 ™
0944P 0944K 0944L Proteus mirabilis derived from ATCC® 35659™

0945P 0945K 0945L Staphylococcus saprophyticus derived from ATCC® 49453 ™

0946P 0946K 0946L Staphylococcus warneri derived from ATCC® 49454 ™

0947P 0947K 0947L Streptococcus pneumoniae derived from ATCC® 49619™

0948P 0948K 0948L Sphingobacterium multivorum derived from ATCC® 35656 ™

0950P 0950K 0950L Yarrowia lipolytica derived from ATCC® 9773™

0951P 0951K 0951L Moraxella catarrhalis derived from ATCC® 25238 ™

0952P 0952K 0952L Neisseria gonorrhoeae derived from ATCC® 49981 ™

0953P 0953K 0953L Bacillus atrophaeus derived from ATCC® 9372™

0957P 0957K 0957L Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 33495™
0958P 0958K 0958L Parvimonas micra derived from ATCC® 33270™

0959P 0959K 0959L Enterococcus faecalis derived from ATCC® 51299™

0963P 0963K 0963L Staphylococcus capitis subsp. capitis derived from ATCC® 35661 ™
0965P 0965K 0965L Corynebacterium pseudodiphtheriticum derived from ATCC® 10700™
0967P 0967K 0967L Streptococcus dysgalactiae subsp. equisimilis derived from ATCC® 35666 ™
0968P 0968K 0968L Enterococcus faecium derived from ATCC® 35667 ™

0969P 0969K 0969L Streptococcus mutans derived from ATCC® 35668 ™

0971P 0971K 0971L Elizabethkingia meningoseptica derived from ATCC® 13253™

0973P 0973K 0973L Acinetobacter Iwoffii derived from ATCC® 17925™

0975P 0975K 0975L Pseudomonas aeruginosa derived from ATCC® 35032™

0976P 0976K 0976L Staphylococcus epidermidis derived from ATCC® 49461 ™

0978P 0978K 0978L Streptococcus species derived from ATCC® 12392™

0979P 0979K 0979L Streptococcus pyogenes, (A,3) derived from ATCC® 12384 ™

0980P 0980K 0980L Lactococcus lactis derived from ATCC® 49032™
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0981P 0981K 0981L Candida albicans derived from ATCC® 66027 ™

0982P 0982K 0982L Candida kefyr derived from ATCC® 66028 ™

0983P 0983K 0983L Candida tropicalis derived from ATCC® 66029 ™

0984P 0984K 0984L Cryptococcus albidus derived from ATCC® 66030™

0985P 0985K 0985L Cryptococcus neoformans derived from ATCC® 66031 ™

0986P 0986K 0986L Candida glabrata derived from ATCC® 66032™

0987P 0987K 0987L Cryptococcus uniguttulatus derived from ATCC® 66033™

0989P 0989K 0989L Lacticaseibacillus rhamnosus derived from ATCC® 9595™
0990P 0990K 0990L Candida kefyr derived from ATCC® 2512™

0991P 0991K 0991L Papiliotrema laurentii derived from ATCC® 66036 ™

0992P 0992K 0992L Candida glabrata derived from ATCC® 2001™

0993P 0993K 0993L Haemophilus influenzae derived from ATCC® 35056 ™

0994P 0994K 0994L Streptococcus pyogenes derived from ATCC® 49399™

0995P 0995K 0995L Mycobacterium gordonae derived from ATCC® 14470™

0998P 0998K 0998L Bacillus cereus derived from ATCC® 10876™

0999P 0999K 0999L Bacillus paranthracis derived from ATCC® 13061™

01000P 01000K 01000L Enterococcus faecium derived from ATCC® 700221 ™

01003P 01003K 01003L Legionella longbeachae derived from ATCC® 33462™

01005P 01005K 01005L Klebsiella pneumoniae derived from ATCC® BAA-1705™
01006P 01006K 01006L Klebsiella pneumoniae derived from ATCC® BAA-1706™
01007P 01007K 01007L Staphylococcus aureus derived from ATCC® BAA-1708™
01008P 01008K 01008L Bacillus badius derived from ATCC® 14574™

01009P 01009K 01009L Pseudomonas aeruginosa derived from ATCC® 9721™

01010P 01010K 01010L Pseudomonas aeruginosa derived from ATCC® BAA-1744™
01011P 01011K 01011L Zygosaccharomyces parabailii derived from ATCC® MYA-4549™
01012P 01012K 01012L Hanseniaspora valbyensis derived from ATCC® 58370™
01013P 01013K 01013L Sporidiobolus salmonicolor derived from ATCC® MYA-4550™
01018P 01018K 01018L Enterobacter hormaechei subsp. steigerwaltii derived from ATCC® BAA-1143™
01019P 01019K 01019L Klebsiella pneumoniae derived from ATCC® BAA-1144™
01020P 01020K 01020L Stenotrophomonas maltophilia derived from ATCC® 13636™
01021P 01021K 01021L Aspergillus fumigatus derived from ATCC® 204305™

01022P 01022K 01022L Staphylococcus aureus subsp. aureus derived from ATCC® 700698 ™
01023P 01023K 01023L Campylobacter coli derived from ATCC® 33559™

01024P 01024K 01024L Haemophilus influenzae derived from NCTC 8468

01025P 01025K 01025L Bifidobacterium bifidum derived from ATCC® 11863 ™

01035P 01035K 01035L Staphylococcus saprophyticus derived from ATCC® 35552™
01036P 01036K 01036L Candida tropicalis derived from ATCC® 1369™

01037P 01037K 01037L Escherichia coli derived from ATCC® 15597 ™

01038P 01038K 01038L Arcanobacterium haemolyticum derived from ATCC® BAA-1784™
01039P 01039K 01039L Corynebacterium urealyticum derived from ATCC® 43044 ™
01040P 01040K 01040L Corynebacterium renale derived from ATCC® BAA-1785™
01041P N/A N/A Microbacterium paraoxydans derived from ATCC® BAA-1818™
01042P 01042K 01042L Microbacterium liquefaciens derived from ATCC® BAA-1819™
01044P 01044K 01044L Curtobacterium pusillum derived from ATCC® 19096 ™

01045P 01045K 01045L Salmonella enterica subsp. diarizonae derived from ATCC® 29934 ™
01046P 01046K 01046L Cellulosimicrobium cellulans derived from ATCC® BAA-1816™
01047P 01047K 01047L Cellulosimicrobium cellulans derived from ATCC® BAA-1817™
01048P 01048K 01048L Clostridioides difficile derived from ATCC® BAA-1870™
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01049P 01049K 01049L Mycobacterium haemophilum derived from ATCC® 29548 ™
01050P 01050K 01050L Escherichia coli derived from ATCC® 10799 ™
01051P 01051K 01051L Cryptococcus gattii derived from ATCC® MYA-4560™
01052P 01052K 01052L Enterococcus faecium derived from ATCC® 6057 ™
N/A N/A 01053L Mycoplasma bovis derived from ATCC® 25025™
01054P 01054K 01054L Salmonella enterica subsp. diarizonae derived from ATCC® 12325™
01055P 01055K 01055L Staphylococcus aureus subsp. aureus derived from ATCC® BAA-44™
01056P 01056K 01056L Salmonella enterica subsp. enterica serovar Bispebjerg derived from ATCC® 9842™
01057P 01057K 01057L Acinetobacter baumannii derived from ATCC® BAA-1605™
01060P 01060K 01060L Klebsiella pneumoniae derived from ATCC® BAA-2146™
01062P 01062K 01062L Escherichia coli derived from NCTC 8622
01063P 01063K 01063L Cryptococcus gattii (B) derived from ATCC® 34877 ™
01065P 01065K 01065L Staphylococcus aureus derived from NCTC 12493
01066P 01066K 01066L Saccharomyces cerevisiae derived from ATCC® 18824 ™
01068P 01068K 01068L Staphylococcus epidermidis derived from ATCC® 51625™
01075P 01075K 01075L Pediococcus pentosaceus derived from ATCC® 33316 ™
01076P 01076K 01076L Vibrio vulnificus derived from ATCC® 27562™
01077P 01077K 01077L Streptococcus anginosus derived from ATCC® 33397™
01078P 01078K 01078L Pseudomonas aeruginosa derived from ATCC® 13388™
01081P 01081K 01081L Aureobasidium pullulans var. melanigenum derived from ATCC® 15233™
01085P 01085K 01085L Escherichia coli derived from NCTC 13351
01087P 01087K 01087L Salmonella enterica subsp. salamae serotype Tranaroa derived from NCTC 10252
01088P 01088K 01088L Cronobacter sakazakii derived from ATCC® 29544 ™
01089P 01089K 01089L Enterococcus faecalis derived from ATCC® 51575™
01090P 01090K 01090L Lacticaseibacillus rhamnosus derived from ATCC® 53103™
01092P 01092K 01092L Bifidobacterium animalis subsp. animalis derived from ATCC® 25527 ™
01094P 01094K 01094L Chaetomium globosum derived from ATCC® 6205™
01095P 01095K 01095L Salmonella enterica subsp. enterica serovar Newport derived from ATCC® 6962™
01097P 01097K 01097L Escherichia coli (0145:NM) derived from CDC 99-3311
01098P 01098K 01098L Escherichia coli (O45:H2) derived from CDC 00-3039
01099P 01099K 01099L Escherichia coli (0121:H19) derived from CDC 02-3211
01100P 01100K 01100L Escherichia coli (026:H11) derived from CDC 03-3014
01101P 01101K 01101L Escherichia coli (0103:H11) derived from CDC 06-3008
01102P 01102K 01102L Escherichia coli (0111:H8) derived from CDC 2010C-3114
01103P 01103K 01103L Salmonella enterica subsp. enterica serovar Enteritidis derived from ATCC® 49223 ™
01104P 01104K 01104L Escherichia coli (O104:H4) derived from ATCC® BAA-2326™
01105P 01105K 01105L Enterobacter cloacae derived from NCTC 13464
01108P 01108K 01108L Corynebacterium jeikeium derived from ATCC® 43734™
01110P 01110K 01110L Methylorubrum extorquens derived from ATCC® BAA-2500™
01111P 01111K 01111L Enterobacter cloacae derived from NCTC 13406
01112P 01112K 01112L Klebsiella pneumoniae derived from NCTC 13440
01113P 01113K 01113L Escherichia coli derived from ATCC® BAA-2469™
01117P 01117K 01117L Klebsiella pneumoniae derived from NCTC 13438
01122P 01122K 01122L Staphylococcus aureus derived from ATCC® BAA-2312™
01130P 01130K 01130L Aspergillus brasiliensis derived from ATCC® 9642™
01132P 01132K 01132L Campylobacter lari derived from ATCC® 35221™
01133P 01133K 01133L Penicillium citrinum derived from ATCC® 9849™
01134P 01134K 01134L Alternaria species derived from ATCC® 20084 ™
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01136P 01136K 01136L Escherichia coli derived from NCTC 13476

01139P 01139K 01139L Candida dubliniensis derived from NCPF 3949

01140P 01140K 01140L Aspergillus caesiellus derived from ATCC® 42693 ™

01141P 01141K 01141L Wallemia mellicola derived from ATCC® 42694 ™

01142P 01142K 01142L Mucor racemosus derived from ATCC® 42647 ™

01143P 01143K 01143L Enterococcus faecium derived from NCTC 12204

01144P 01144K 01144L Lactobacillus plantarum subsp. plantarum derived from ATCC® 14917 ™

01148P 01148K 01148L Klebsiella pneumoniae derived from NCTC 13442

01149P 01149K 01149L Mycobacterium avium derived from ATCC® 700898 ™

01150P 01150K 01150L Staphylococcus lugdunensis derived from NCTC 7990

01152P 01152K 01152L Proteus vulgaris derived from ATCC® 29905™

01159P 01159K 01159L Ralstonia pickettii derived from ATCC® 27511™

01160P 01160K 01160L Eurotium rubrum derived from ATCC® 42690™

01167P 01167K 01167L Brevundimonas vesicularis derived from ATCC® 11426 ™

01169P 01169K 01169L Citrobacter freundii derived from ATCC® 8454 ™

01170P 01170K 01170L Salmonella enterica subsp. enterica serovar Paratyphi B derived from ATCC® 8759™

01171P 01171K 01171L Haemophilus parainfluenzae derived from ATCC® 9796 ™

01172P 01172K 01172L Cryptococcus neoformans derived from ATCC® 13690 ™

01173P 01173K 01173L Cryptococcus neoformans (D) derived from ATCC® 36556 ™

01175P 01175K 01175L Aggregatibacter actinomycetemcomitans (b) derived from ATCC® 29522™

01181P 01181K 01181L Methylobacterium organophilum derived from ATCC® 27886 ™

01182P 01182K 01182L Aspergillus flavus derived from ATCC® 9643™

01184P 01184K 01184L Deinococcus radiophilus derived from ATCC® 27603 ™

01185P 01185K 01185L Candida kefyr derived from ATCC® 8553 ™

01186P 01186K 01186L Chryseobacterium indologenes derived from ATCC® 29897 ™

01187P 01187K 01187L Prevotella intermedia derived from ATCC® 25611™

01188P 01188K 01188L Clostridium sporogenes derived from ATCC® 9690™

01189P 01189K 01189L Staphylococcus epidermidis derived from ATCC® 35984 ™

01190P 01190K 01190L Listeria monocytogenes derived from ATCC® 35152™

01192P 01192K 01192L Escherichia coli derived from NCTC 13216

01193P 01193K 01193L Escherichia coli derived from NCTC 13167

01195P 01195K 01195L Legionella anisa derived from ATCC® 35292™

01196P 01196K 01196L Clostridium bifermentans derived from NCTC 506

01197P 01197K 01197L Ralstonia pickettii derived from ATCC® 700591 ™

01200P 01200K 01200L Penicillium rubens derived from ATCC® 11709™

01202P 01202K 01202L Enterobacter cloacae derived from ATCC® BAA-2341™

01204P 01204K 01204L Escherichia coli (0157:H7) derived from ATCC® 43890™

01209P 01209K 01209L Shigella boydii (2) derived from ATCC® 8700™

01213P N/A N/A Yersinia enterocolitica derived from NCTC 11174

01214P 01214K 01214L Vibrio vulnificus derived from ATCC® 29307 ™

01215P 01215K 01215L Proteus mirabilis derived from ATCC® 29906 ™

01229P 01229K 01229L Escherichia coli ATCC® BAA-2523™

01233P 01233K 01233L Escherichia coli derived from ATCC® 51739™

01234P 01234K 01234L Streptococcus agalactiae (lll) derived from ATCC® BAA-22™

01235P 01235K 01235L Shigella dysenteriae derived from ATCC® 13313™

01236P 01236K 01236L Vibrio parahaemolyticus (02:k3) derived from NCTC 10885

01237P 01237K 01237L Campylobacter fetus subsp. fetus derived from ATCC® 27374™

01238P 01238K 01238L Talaromyces pinophilus derived from ATCC® 11797™
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01242P 01242K 01242L Escherichia coli derived from ATCC® BAA-2452™

01244P 01244K 01244L Escherichia coli derived from NCTC 13846

01245P N/A N/A Klebsiella pneumoniae derived from NCTC 13439

01247P 01247K 01247L Klebsiella pneumonia subsp. pneumoniae derived from ATCC® BAA-2524™

01256P 01256K 01256L Candida auris derived from CDC B11903

01257P 01257K 01257L Salmonella enterica subsp. enterica serotype Nottingham derived from NCTC7832

01259P 01259K 01259L Escherichia coli derived from CDC AR-0346

01260P 01260K 01260L Enterococcus faecium derived ATCC® 8459™

01261P 01261K 01261L Escherichia coli derived from ATCC® BAA-1429™

01262P 01262K 01262L Levilactobacillus brevis derived from ATCC® 14869™

01263P 01263K 01263L Klebsiella pneumoniae derived from ATCC® BAA-2814™

01264P 01264K 01264L Aspergillus terreus derived from ATCC® 1012™

01265P 01265K 01265L Escherichia coli derived from NCTC 13353

01266P 01266K 01266L Acinetobacter baumannii derived from NCTC 13304

01269P 01269K 01269L Burkholderia cenocepacia derived from ATCC® BAA-245™

01270P 01270K 01270L Burkholderia multivorans derived from ATCC® BAA-247™

01272P 01272K 01272L Lactobacillus johnsonii derived from ATCC® 11506 ™

01290P 01290K N/A Pseudomonas aeruginosa derived from ATCC® BAA-3144™
0158MRSA N/A N/A ggas;i)gé/éogg(r:gjosl)aureus subsp. aureus derived from ATCC® 700699™ (MRSA Live Culture
0360MSSA N/A N/A ggasﬁi)tfie/éog?;ctﬁ;sl)aureus subsp. aureus derived from ATCC® 25923™ (MSSA Live Culture
0371MSSE N/A N/A ggarﬁ?gll)ococcus epidermidis derived from ATCC® 12228™ (MSSE Live Culture Positive
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QC Sets and Panels: KWIK-STIK

O mmapakdTw mivakag TapabéTel 6Aoug Toug apiBuoug kataAdyou yia QC Sets and Panels mou atmmoteAoUvTal atrd TTOAAATTAG
KWIK-STIK. O1 apiBuoi kataAdyou 5XXX atrotedouvtal ammo 2 KWIK-STIK Tou kéBe pikpoopyaviouou TTou Trapartiferai.
O1 apiBpoi kataAdyou 8XXX gival TTapdpolol, aAAG evoéxeTal va trepiéxouv ToootnTeg KWIK-STIK diagopeTikég a1md Ta U0

TePAXIQ.

Ap10uodg
KaTtaAdyou

AvaAutéeg ouoigg

5002P

CLSI® MIC QC Set without Klebsiella pneumoniae

Enterococcus faecalis derived from ATCC® 29212™

Escherichia coli derived from ATCC® 25922™

Escherichia coli derived from ATCC® 35218™

Pseudomonas aeruginosa derived from ATCC® 27853™
Staphylococcus aureus subsp. aureus derived from ATCC® 29213™

5027P

CLSI® M22 Chocolate Agar QC Set
Haemophilus influenzae derived from ATCC® 10211™
Neisseria gonorrhoeae derived from ATCC® 43069™

5062P

Dried Overnight — Gram Negative Panel QC Set
Escherichia coli derived from ATCC® 25922™
Aggregatibacter aphrophilus derived from ATCC® 49146™
Klebsiella oxytoca derived from ATCC® 49131™

Klebsiella quasipneumoniae derived from ATCC® 700603 ™
Proteus vulgaris derived from ATCC® 49132™
Pseudomonas aeruginosa derived from ATCC® 27853™

5063P

Dried Overnight — Gram Positive Panel QC Set

Enterococcus faecalis derived from ATCC® 29212™

Escherichia coli derived from ATCC® 35218™

Micrococcus luteus derived from ATCC® 49732™

Staphylococcus aureus subsp. aureus derived from ATCC® 29213™
Staphylococcus aureus subsp. aureus derived from ATCC® 43300™
Staphylococcus aureus subsp. aureus derived from ATCC® BAA-977™
Streptococcus gallolyticus derived from ATCC® 49147™

5065P

ANA (3 Strains) QC Set

Bacteroides uniformis derived from ATCC® 8492™
Paeniclostridium sordellii derived from ATCC® 9714™
Parabacteroides distasonis derived from ATCC® 8503™

5066P

NH (4 Strains) QC Set

Aggregatibacter aphrophilus derived from ATCC® 49146™
Haemophilus influenzae derived from ATCC® 9006 ™
Moraxella catarrhalis derived from ATCC® 8176™

Oligella urethralis derived from ATCC® 17960™

5107P

Non-Fastidious Gram Negative (5 Strains) QC Set

Enterobacter cloacae subsp. cloacae derived from ATCC® 13047 ™
Escherichia coli derived from ATCC® 25922™

Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 35657 ™
Proteus mirabilis derived from ATCC® 35659™

Stenotrophomonas maltophilia derived from ATCC® 51331™

5112P

AST-GP (4 Strains) QC Set

Enterococcus faecalis derived from ATCC® 29212™

Enterococcus faecalis derived from ATCC® 51299™

Escherichia coli derived from ATCC® 35218™

Staphylococcus aureus subsp. aureus derived from ATCC® 29213™

5184P

AST-YS QC Set
Candida parapsilosis derived from ATCC® 22019™
Issatchenkia orientalis derived from ATCC® 6258 ™

5187P

AST-GP (5 Strains) QC Set

Enterococcus faecalis derived from ATCC® 29212™

Staphylococcus aureus subsp. aureus derived from ATCC® 29213™
Staphylococcus aureus subsp. aureus derived from ATCC® BAA-976™
Staphylococcus aureus subsp. aureus derived from ATCC® BAA-977™
Staphylococcus aureus derived from ATCC® BAA-1026™
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5189P

AST-GN QC Set with Klebsiella

Escherichia coli derived from ATCC® 25922™

Escherichia coli derived from ATCC® 35218™

Klebsiella quasipneumoniae derived from ATCC® 700603 ™
Pseudomonas aeruginosa derived from ATCC® 27853™

5190P

ANC Comprehensive QC Set

Bacteroides ovatus derived from ATCC® BAA-1296™
Phocaeicola vulgatus derived from ATCC® 8482™
Clostridium perfringens derived from ATCC® 13124™
Clostridium septicum derived from ATCC® 12464 ™
Paeniclostridium sordellii derived from ATCC® 9714™
Corynebacterium striatum derived from ATCC® BAA-1293™
Parabacteroides distasonis derived from ATCC® BAA-1295™

5191P

BCL Comprehensive QC Set

Aneurinibacillus aneurinilyticus derived from ATCC® 11376 ™
Bacillus badius derived from ATCC® 14574™

Bacillus pumilus derived from ATCC® BAA-1434™
Brevibacillus agri derived from ATCC® 51663 ™
Brevibacillus laterosporus derived from ATCC® 64™
Klebsiella aerogenes derived from ATCC® 13048™

Nialla circulans derived from ATCC® 61™

Paenibacillus gordonae derived from ATCC® 29948 ™
Paenibacillus macerans derived from ATCC® 8509™
Paenibacillus polymyxa derived from ATCC® 7070™
Priestia megaterium derived from ATCC® 14581™
Staphylococcus epidermidis derived from ATCC® 12228 ™

5192P

GN Comprehensive QC Set

Acinetobacter baumannii derived from ATCC® BAA-747™
Elizabethkingia meningoseptica derived from ATCC® 13253™
Enterobacter hormaechei derived from ATCC® 700323 ™
Escherichia coli derived from ATCC® 25922™

Klebsiella oxytoca derived from ATCC® 700324 ™

Brucella anthropi derived from ATCC® BAA-749™

Proteus vulgaris derived from ATCC® 6380™

Pseudomonas aeruginosa derived from ATCC® 9721™
Pseudomonas aeruginosa derived from ATCC® BAA-1744™
Stenotrophomonas maltophilia derived from ATCC® 17666 ™

5193P

GP Comprehensive QC Set

Enterococcus casseliflavus derived from ATCC® 700327 ™
Enterococcus saccharolyticus derived from ATCC® 43076™

Kocuria kristinae derived from ATCC® BAA-752™

Listeria monocytogenes derived from ATCC® BAA-751™
Staphylococcus saprophyticus derived from ATCC® BAA-750™
Mammaliicoccus sciuri derived from ATCC® 29061 ™

Streptococcus equi subsp. zooepidemicus derived from ATCC® 43079™
Streptococcus pneumoniae derived from ATCC® 49619™
Streptococcus thermophilus derived from ATCC® 19258 ™

5194P

NH Comprehensive QC Set

Aggregatibacter aphrophilus derived from ATCC® 33389™
Eikenella corrodens derived from ATCC® BAA-1152™
Haemophilus influenzae derived from ATCC® 9007 ™
Klebsiella aerogenes derived from ATCC® 13048™
Neisseria gonorrhoeae derived from ATCC® 19424™
Neisseria lactamica derived from ATCC® 23970™

Oligella urethralis derived from ATCC® 17960™
Paenibacillus polymyxa derived from ATCC® 7070™
Staphylococcus epidermidis derived from ATCC® 12228 ™
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5195P

YST Comprehensive QC Set

Candida albicans derived from ATCC® 14053 ™

Candida glabrata derived from ATCC® MYA-2950™

Candida lusitaniae derived from ATCC® 34449™

Candida utilis derived from ATCC® 9950™

Hanseniaspora valbyensis derived from ATCC® 58370™
Oligella ureolytica derived from ATCC® 43534 ™

Prototheca wickerhamii derived from ATCC® 16529™
Staphylococcus epidermidis derived from ATCC® 12228™
Sporidiobolus salmonicolor derived from ATCC® MYA-4550™
Cutaneotrichosporon dermatis derived from ATCC® 204094 ™
Zygosaccharomyces parabailii derived from ATCC® MYA-4549™

5209P

CBC QC Set

Arcanobacterium haemolyticum derived from ATCC® BAA-1784™
Cellulosimicrobium cellulans derived from ATCC® BAA-1816™
Cellulosimicrobium cellulans derived from ATCC® BAA-1817™
Corynebacterium renale derived from ATCC® BAA-1785™
Corynebacterium urealyticum derived from ATCC® 43044 ™
Curtobacterium pusillum derived from ATCC® 19096 ™
Klebsiella oxytoca derived from ATCC® 700324 ™
Microbacterium liquefaciens derived from ATCC® BAA-1819™
Microbacterium paraoxydans derived from ATCC® BAA-1818™
Microbacterium testaceum derived from ATCC® 15829 ™
Brucella anthropi derived from ATCC® BAA-749™

5214P

GN Streamlined QC Set
Enterobacter hormaechei derived from ATCC® 700323 ™
Stenotrophomonas maltophilia derived from ATCC® 17666 ™

5215P

GP Streamlined QC Set
Enterococcus casseliflavus derived from ATCC® 700327 ™
Staphylococcus saprophyticus derived from ATCC® BAA-750™

5216P

ANC Streamlined QC Set
Bacteroides ovatus derived from ATCC® BAA-1296™
Clostridium septicum derived from ATCC® 12464 ™

5220P

AST-GP (6 Strains) QC Set

Enterococcus faecalis derived from ATCC® 29212™

Enterococcus faecalis derived from ATCC® 51299™

Staphylococcus aureus subsp. aureus derived from ATCC® 29213™
Staphylococcus aureus subsp. aureus derived from ATCC® BAA-976™
Staphylococcus aureus subsp. aureus derived from ATCC® BAA-977™
Staphylococcus aureus derived from ATCC® BAA-1026™

5225P

Gram-Positive Blood Culture Control Panel (Live Culture)
Enterococcus faecalis derived from NCTC 13379
Enterococcus faecium derived from NCTC 12204
Listeria monocytogenes derived from NCTC 10890
Staphylococcus aureus derived from NCTC 12493
Staphylococcus lugdunensis derived from NCTC 7990
Streptococcus agalactiae derived from NCTC 8017
Streptococcus anginosus derived from NCTC 10713
Staphylococcus epidermidis derived from NCIMB 8853
Streptococcus pneumoniae derived from NCIMB 13286
Streptococcus pyogenes derived from NCIMB 13285

5246P

Anaerobe Identification Panel

Bacteroides fragilis derived from NCTC 9343
Clostridioides difficile derived from ATCC® 9689™
Cutibacterium acnes derived from ATCC® 6919™

Fusobacterium necrophorum subsp. necrophorum derived from ATCC® 25286™

Peptostreptococcus anaerobius derived from ATCC® 27337 ™

5247P

Gram Negative Identification Panel

Citrobacter freundii derived from NCTC 9750

Escherichia coli derived from ATCC® 11775™

Klebsiella pneumoniae subsp. pneumoniae derived from ATCC® 13883 ™
Pseudomonas aeruginosa derived from NCIMB 12469

Yersinia enterocolitica derived from NCTC 11174
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5248P

Gram Positive Identification Panel

Corynebacterium jeikeium derived from ATCC® 43734™
Enterococcus faecalis derived from NCTC 775
Micrococcus luteus derived from ATCC® 4698 ™
Staphylococcus epidermidis derived from NCIMB 8853
Streptococcus pneumoniae derived from NCIMB 13286

5260P

AST-GN (7 Strains) QC Set

Escherichia coli derived from ATCC® 25922™

Escherichia coli derived from ATCC® 35218™

Klebsiella pneumoniae derived from ATCC® BAA-1705™
Klebsiella pneumoniae derived from ATCC® BAA-2814™
Klebsiella quasipneumoniae derived from ATCC® 700603 ™
Pseudomonas aeruginosa derived from ATCC® 27853™
Pseudomonas aeruginosa derived from ATCC® BAA-3144™

8164

GBS QC Set (Live Culture)
Streptococcus agalactiae derived from ATCC® 12401™
Lactobacillus acidophilus derived from ATCC® 4356 ™

8171

C. difficile QC Set (Live Culture)
Clostridioides difficile derived from ATCC® 9689™
Clostridioides difficile derived from ATCC® 700057 ™

8173

GBS Verification Panel (Live Culture)

Streptococcus agalactiae derived from ATCC® 12386™

Streptococcus agalactiae (B,3) derived from ATCC® 12403™
Streptococcus anginosus derived from NCTC 10713

Streptococcus dysgalactiae subsp. equisimilis derived from ATCC® 12388™
Streptococcus pyogenes derived from ATCC® 19615™

Streptococcus agalactiae (lll) derived from ATCC® BAA-22™

8174

MRSA Organism Set (Live Culture)

Staphylococcus aureus subsp. aureus derived from ATCC® 33591™
Staphylococcus aureus subsp. aureus derived from ATCC® 700699 ™
Staphylococcus aureus subsp. aureus derived from ATCC® 43300™
Staphylococcus aureus subsp. aureus derived from ATCC® 700698 ™
Staphylococcus aureus derived from NCTC 12493

Staphylococcus aureus subsp. aureus derived from NCTC 12973
Staphylococcus aureus subsp. aureus derived from ATCC® 6538™
Staphylococcus aureus subsp. aureus derived from ATCC® 29213™
Staphylococcus aureus subsp. aureus derived from ATCC® 33862™
Staphylococcus epidermidis derived from ATCC® 51625™

8178

SA Organism Set (Live Culture)

Staphylococcus aureus derived from BD 2952
Staphylococcus aureus derived from BD 797
Staphylococcus aureus derived from BD 2937
Staphylococcus aureus derived from BD 11
Staphylococcus aureus derived from BD 2800
Staphylococcus aureus derived from BD 131
Staphylococcus aureus derived from BD 1
Staphylococcus aureus derived from BD 9
Staphylococcus aureus derived from BD 16
Staphylococcus aureus derived from BD 19
Staphylococcus aureus derived from BD 3097
Staphylococcus aureus subsp. aureus derived from ATCC® 29213™
Staphylococcus aureus derived from ATCC® BAA-2312™
Staphylococcus epidermidis derived from ATCC® 14990™

8179

Enteric Bacterial Verification Panel (Live Culture)

Campylobacter jejuni subsp. jejuni derived from ATCC® 33291™

Campylobacter coli derived from ATCC® 33559 ™

Salmonella enterica subsp. enterica serovar Typhimurium derived from ATCC® 14028 ™
Salmonella bongori derived from ATCC® 43975™

Shigella sonnei derived from ATCC® 9290™

Shigella flexneri derived from ATCC® 12022™

Escherichia coli (0157:H7) derived from ATCC® 43890™

Escherichia coli (O111:H8) derived from CDC 2010C-3114

8243

Cdiff Verification Panel (Live Culture)
Clostridioides difficile derived from ATCC® 700057 ™
Clostridioides difficile derived from ATCC® 9689™
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